Modulations of the interactions between pacific cupped oyster Crassostrea gigasand Vibrio

according to bacterial wr*ule.nce and to gene'l'lc and physmloglcal status of the host.
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Methodology and first results.
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Rearing of Crassostrea gigas I1s the most economically important aquaculture activity in France. If Vibrio are often documented as pathogenic of farmed marine species (Paillard,
2004), 1t represents about 30 % of the oyster natural flora (Vasconcelos, 1972). Since several decades, two Vibrio species, V. splendidus and V. aestuarianus, were associated
with many cases of mortality events in reared C. gigas spat and juvenile oysters, frequently during summer (Gay, 2004; Garnier, 2007). This summer mortality syndrome has been

well documented as the result of complex interactions between pathogens, host and environmental conditions. This work aims to study the Vibrio-oyster interactions
and their modulations according to the virulence of pathogens and the genetic and/or physiological parameters of the host.
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First results and perspectives
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