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Introduction:

Haslea ostrearia produces a water-soluble, blue-green pigment, called marennine, with proven economic benefits (as a bioactive compound used
to green oysters, which improves their market value). The structure of the bacterial community was analyzed by PCR-TTGE before and after the
isolation of H. ostrearia cells recovered from 4 localities, to distinguish the relative part of the biotope and the biocenose and eventually to
describe the temporal dynamic of the structure of the bacterial community at two time-scales. A non-targeted metabolomic investigation was
undertaken on i) samples with the highest differences in genetic fingerprints and ii) bacteria-H. ostrearia co-cultures vs. microalgal monoculture.
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