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Parameter Unit Literature value Fitted value
γ − No value 1.39
kR h−1 3.6 2.23

eM for M63+glycerol h−1 < 3.6 0.587
eM for M63+glucose h−1 < 3.6 0.867
eM for cAA+glycerol h−1 < 3.6 1.07
eM for cAA+glucose h−1 < 3.6 1.57
eM for RDM+glycerol h−1 < 3.6 3.48
eM for RDM+glucose h−1 < 3.6 4.76

βKR − 0.003 Not fitted

Table S1: Parameter values of self-replicator model The parameter values in the model
were obtained by fitting Eq. 25 to the data of Scott et al [1] (Fig. 3 in the main text), as
described in the Methods section. They are compared with order-of-magnitude estimates from
the literature (S2 Text).
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