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Supplementary Table 3. Least square mean (±s.e) of the GEBV of DGC_fasting as function of 

parental origins within generation 2 and generation 3. 

GEBV of DGC_fasting 

Parental origin  Significance level 

F-/F- F-/F+ F+/F- F+/F+  Parental_origin 

Generation 2 
0.033 

(0.0013) 
- - 

-0.006 

(0.0012) 
 < 0.0001 

       

Generation 3 
0.059 

(0.002) 

-0.0024 

(0.0019) 

0.013 

(0.002) 

-0.041 

(0.0019) 
 < 0.0001 

 


