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Supplementary Table 5. Bivariate regression analysis of FCR of tanks (FCR_group) on the average 

genomic estimated breeding value of the fish in each tank for daily growth coefficient during fasting 

(avg_GEBV_DGC_fasting) for each of the three periods of three weeks during the validation 

experiment and the full period of nine weeks. In italic is the regression coefficient (± s.e.). 

 

 

 

Effects 
Significance level 

Group_P1 Group_P2 Group_P3 Group_full 

avg_GEBV_DGC_fasting 
-2.84 ±0.78 -1.70 ±0.61 -0.58 ±0.75 -1.73 ±0.58 

F1,14 = 13.17, p = 0.003 F1,14 = 7.68, p = 0.015 F1,12 = 0.60, p = 0.45 F1,12 = 8.74, p = 0.012 


