
Primer sequences and PCR protocol 

 

DraI/Sh73 

DNA amplifications were performed in a TechneTC-Plus Thermal Cycler. The PCRs were 

carried out in a total volume of 9 µl using 1 µl of 1/10 diluted DNA template, 0.2mMdNTP, 

1.5mMMgCl2, 0.32 µM of each primer (see below), 1 U GoTaqG2 (Hotstart, Promega). The 

PCR conditions were: initial denaturing 3 min at 95°C; 40 cycles of 20 sec at 95°C, 30 sec at 

56°C and 10 sec at 72°C; followed by final extension period of 2 min at 72°C. PCR products 

were visualized on 2.5% agarose gel. 

 

COI and ITS 

DNA amplifications were performed in a TechneTC-Plus Thermal Cycler. The PCRs were 

carried out in a total volume of 25 µl using 2 µl of 1/10 diluted DNA template, 0.2mMdNTP, 

1.5mMMgCl2, 0.32 µM of each primer (see below), 1 U GoTaqG2 (Hotstart, Promega). The 

PCR conditions were: initial denaturing 3 min at 95°C; 40 cycles of 30 sec at 95°C, 40 sec at 

50°C and 1 min 10 sec at 72°C; followed by final extension period of 2 min at 72°C. PCR 

products were visualized on 2.5% agarose gel. PCR products were sent to Genoscreen (France) 

for sequencing in both directions using dilutions of the original PCR primers. 

 

Sh73/Dra1 primers 

Name  Sequence Reference 

73d Forward CCTTGGTCACGTGATTTTC [1] 

DraIr Reverse TCACAACGATACGACCAAC [1] 

    

ITS primers    

Name  Sequence Reference 

ITS4 Forward TCCTCCGCTTATTGATATGC [2] 

ITS5 Reverse GGAAGTAAAAGTCGTAACAAG [2] 

    
COI primers    
Name  Sequence Reference 

Cox1_schist_5' Forward TCTTTRGATCATAAGCG [3] 

Cox1_schist_3' Reverse TAATGCATMGGAAAAAAACA [3] 
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