Table S7
Base modifications identified in the A2C, AS3, ZA17 and NY26 strains of H. defensa by SMRT sequencing.
	Strain
	Sequence motif

	
	Gm6ATC
	GCm6AN6TCC
	CGm6AN6TCC

	
	No. of motif
	% modified motif
	No. of motif
	% modified motif
	No. of motif
	% modified motif

	A2C
	16980
	93,7%
	571
	0,0%
	542
	0,0%

	AS3
	17262
	0,0%
	582
	0,0%
	550
	0,0%

	ZA17
	17463
	0,3%
	576
	91,1%
	527
	0,1%

	NY26
	16412
	94,8%
	531
	0,2%
	576
	71,0%
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