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Additional File 9: A. Maximum-likelihood tree based on concatenated marker proteins according to the GTDB-Tk genome phylogeny visualized using anvi’o. Tree includes 600 genomes from GTDB and 49 MAGs covering mostly unknown genera, highlighting the importance of lineages lacking representatives. A single Firmicutes was used to root the tree. The bars in the innermost circular layer show the phylum affiliation of each genome. The second layer represents the family affiliation. The third layer marks genomes as either MAGs from our study (49, black) or genomes from GTDB (grey). The outermost layer shows the genus affiliation (10) or the lack thereof (19) of our MAGs. Only the families and genera observed in the MAGs are shown. B. Zoom inset of the Zetaproteobacteria phylogenetic relationships visualized using FigTree. Nodes represented by a dot indicate a bootstrap value of 100; lower values are specified. (PDF 87 kb).
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Source
Genera



Marinosulfonomonas (10)



LPB0138 (6)



Desulforhopalus (6)



Ghiorsea (5)



1-14-2-50-31-20 (3)



Nitratifractor (3)



Desulfocapsa (3)



UBA6489 (2)



Phyla
Families



Bacteroidota (142)



Myxococcota (114)



Patescibacteria (90)



Proteobacteria (81)



Deinococcota (70)
Campylobacterota (52)



Desulfobacterota (52)



Verrucomicrobiota (41)
Planctomycetota (6)



Firmicutes_A (1)



GTDB(600)
MAG (49)



Source



Phyla



Flavobacteriaceae (78)



Rhodobacteraceae (32)



Sulfurimonadaceae (30)



Saprospiraceae (27)



Desulfocapsaceae (23)



Sulfurovaceae (22)



Mariprofundaceae (19)



UBA6164 (16)



Thiotrichaceae (15)
Melioribacteraceae (14)



UBA10066 (13)
UBA3824 (5)



UBA1006 (4)



Trueperaceae (4)



UBA4473 (3)



Marinicellaceae (3)



GCA-2747955 (2)



GCA-2747515 (2)



Families



B



A



UBA1006 (3)



SZUA-181 sp003228735



RB-MAG-00008



UBA1543 sp001871195



Mariprofundus aestuarium



Mariprofundus sp001871925



Mariprofundus ferrooxydans



Mariprofundus ferrinatatus



GCA-2401635 sp002401635



UBA1543 sp002779605



Ghiorsea sp002323245



CG1-02-64-396 sp001872725



SZUA-26 sp003233235



TAG-MAG-00014



AB-137-C09 sp000379225



Mariprofundus sp002791575



Ghiorsea sp002401135



Ghiorsea bivora



GCA-2753275 sp002753275



Mariprofundus micogutta



CG1-02-49-23 sp002791545
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98



85



72



86



98



0.1
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