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Additional File 10. Key gene predictions from Zetaproteobacterial MAGs RB_MAG_00008 and TAG_MAG_00014 and free-living Ghiorsea bivora reference genome (NCBI accession number GCF_000744415.1) using RAST and FeGenie (indicated by a star). NA: “Not Available’. (XLSX 45 kb)
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Function

RB_MAG_00008

TAG_MAG_00014

Ghiorsea bivora

Autotrophic carbon fixation

Ribulose bisphosphate carboxylase (EC 4.1.1.39)
Ribulose bisphosphate carboxylase (EC 4.1.1.39)

RB_MAG_00008_000000000095
RB_MAG_00008_000000000103

TAG_MAG_00014_000000000027
TAG_MAG_00014_000000000027

NZ_JQLW01000011.1
NZ_JQLW01000011.1

Sulfur oxidation

Sulfide:quinone oxidoreductase, Type IV

RB_MAG_00008_000000000129

TAG_MAG_00014_000000000068

NZ_JQLW01000007.1

Rubredoxin Hupl / Hydrogenase maturation factor HoxT/HybE RB_MAG_00008 000000000042 NA NA
Hydrogenase maturation factor HoxV/HupK RB_MAG_00008 000000000042 NA NZ_JQLW01000005.1
Hydrogen metatabolism [NiFe] hydrogenase nickel incorporation protein HypABCDEF RB_MAG_00008 000000000042 NA NZ_JQLW01000005.1
Hydrogenase transcriptional regulatory protein HoxA RB_MAG_00008 000000000042 NA NZ_JQLW01000005.1
Ni,Fe-hydrogenase | cytochrome b subunit RB_MAG_00008 000000000072 NA NA
Cyc2 * * *
Iron metabolism Multicopper oxidase RB_MAG_00008_ 000000000077 NA NZ_JQLW01000005.1
Multicopper oxidase RB_MAG_00008_000000000077 NA NZ_JQLW01000007.1

Nitrogen metabolism

Nitrite reductase [NAD(P)H] small and large subunit (EC 1.7.1.4)
Nitrate/nitrite transporter Npun_R1527

Nitric-oxide reductase subunit B (EC 1.7.99.7)

Nitric-oxide reductase subunit C (EC 1.7.99.7)

RB_MAG_00008_000000000024
RB_MAG_00008_000000000024
NA
NA

TAG_MAG_00014_000000000108
TAG_MAG_00014_000000000108
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000171

NZ_JQLW01000005.1
NZ_JQLW01000005.1
NZ_JQLW01000007.1
NZ_JQLW01000007.1

AA Biosynthesis

Glutamine synthetase type | (EC 6.3.1.2)

Glutamate synthase [NADPH] large chain (EC 1.4.1.13)
Glutamate synthase [NADPH] small chain (EC 1.4.1.13)
Threonine synthase (EC 4.2.3.1)

RB_MAG_00008_000000000062
RB_MAG_00008_000000000068
RB_MAG_00008_ 000000000117
RB_MAG_00008_000000000160

TAG_MAG_00014_000000000178

TAG_MAG_00014_000000000132

TAG_MAG_00014_000000000132
NA

NZ_JQLW01000012.1
NZ_JQLW01000009.1
NZ_JQLW01000009.1
NZ_JQLW01000006.1

Oxygen sensing and respiration

NADH ubiquinone oxidoreductase chain A (EC 1.6.5.3)

Cytochrome c oxidase (cbb3-type) subunit CcoNOP (EC 1.9.3.1)

Cytochrome c oxidase (cbb3-type) subunit CcoP (EC 1.9.3.1)

Cytochrome c oxidase (cbb3-type) subunit CcoP (EC 1.9.3.1)

Cytochrome c oxidase (cbb3-type) subunit CcoO (EC 1.9.3.1)

Cytochrome c oxidase (cbb3-type) subunit CcoN (EC 1.9.3.1)

Type cbb3 cytochrome oxidase biogenesis protein CcoG, involved in Cu oxidation
Type cbb3 cytochrome oxidase biogenesis protein CcoS, involved in heme b insertion

RB_MAG_00008_000000000072
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021
RB_MAG_00008_000000000021

TAG_MAG_00014_000000000130
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123
TAG_MAG_00014_000000000123

NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000005.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NA

Flagella biosynthesis

RNA polymerase sigma factor for flagellar operon
Flagellar basal-body rod protein FIgG
Flagellar P-ring protein Flgl

Flagellar basal-body rod modification protein FigD
Flagellar basal-body rod protein FIgB
Flagellar basal-body rod protein FIgC
Flagellar hook protein FIgE

Flagellar protein Flg) [peptidoglycan hydrolase]
Flagellar hook-associated protein FlgK
Flagellar hook-associated protein FlgL
Flagellar L-ring protein FIgH

Flagellar M-ring protein FliF

Flagellar motor switch protein FliG
Flagellum-specific ATP synthase Flil
Flagellar biosynthesis protein FliP

Flagellar motor switch protein FliN
Flagellar basal body-associated protein FliL
Flagellar biosynthesis protein FliQ
Flagellar biosynthesis protein FliR

Flagellar cap protein FIiD

Flagellar assembly factor FliW

Flagellar biosynthesis protein FliS

Flagellin protein FlaA

Flagellin protein FlaA

Flagellin protein FlaA

Flagellar protein FlaG

Flagellar motor rotation protein MotB
Flagellar motor rotation protein MotB
Flagellar motor rotation protein MotA
Flagellar biosynthesis protein FIhB
Flagellar biosynthesis protein FIhA
Flagellar synthesis regulator FleN

NA
RB_MAG_00008_000000000029
RB_MAG_00008_ 000000000029
RB_MAG_00008_000000000104
RB_MAG_00008_ 000000000006
RB_MAG_00008_000000000006
RB_MAG_00008_000000000104
RB_MAG_00008_000000000029
RB_MAG_00008_ 000000000029

NA

NA
RB_MAG_00008_000000000006
RB_MAG_00008_ 000000000006
RB_MAG_00008_000000000006
RB_MAG_00008_ 000000000109
RB_MAG_00008_000000000109
RB_MAG_00008_ 000000000109
RB_MAG_00008_000000000125
RB_MAG_00008_000000000125

NA

NA
RB_MAG_00008_000000000147
RB_MAG_00008_000000000053
RB_MAG_00008_000000000053
RB_MAG_00008_000000000053

NA
RB_MAG_00008_000000000109
RB_MAG_00008_000000000109
RB_MAG_00008_ 000000000109
RB_MAG_00008_000000000125
RB_MAG_00008_000000000125
RB_MAG_00008_000000000125

TAG_MAG_00014_000000000182
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000044
TAG_MAG_00014_000000000028
TAG_MAG_00014_000000000028
TAG_MAG_00014_000000000044
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000116
TAG_MAG_00014_000000000028
TAG_MAG_00014_000000000028
TAG_MAG_00014_000000000028
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000182
TAG_MAG_00014_000000000182
TAG_MAG_00014_000000000102

NA

NA
TAG_MAG_00014_000000000102
TAG_MAG_00014_000000000102
TAG_MAG_00014_000000000102

NA
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000171
TAG_MAG_00014_000000000182
TAG_MAG_00014_000000000182
TAG_MAG_00014_000000000182

NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000009.1
NZ_JQLW01000013.1
NZ_JQLW01000013.1
NZ_JQLW01000009.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NA
NZ_JQLW01000008.1
NZ_JQLW01000013.1
NZ_JQLW01000013.1
NZ_JQLW01000013.1
NZ_JQLW01000005.1
NZ_JQLW01000005.1
NZ_JQLW01000005.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000009.1
NZ_JQLW01000008.1
NA
NZ_JQLW01000004.1
NZ_JQLW01000009.1
NZ_JQLW01000010.1
NZ_JQLW01000009.1
NZ_JQLW01000005.1
NZ_JQLW01000007.1
NZ_JQLW01000005.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1

Chemotaxis

Chemotaxis regulator - transmits chemoreceptor signals to flagellar motor components CheY
Chemotaxis response regulator protein-glutamate methylesterase CheB (EC 3.1.1.61)
Chemotaxis protein methyltransferase CheR (EC 2.1.1.80)

RB_MAG_00008_000000000009
RB_MAG_00008_000000000009
RB_MAG_00008_ 000000000009

TAG_MAG_00014_000000000040
NA
NA

NZ_JQLW01000010.1
NZ_JQLW01000010.1
NZ_JQLW01000010.1

Arsenical-resistance protein ACR3 RB_MAG_00008 000000000159 TAG_MAG_00014 000000000168 NA

Arsenic resistance Arsenate reductase (EC 1.20.4.4) thioredoxin-coupled, LMWP family RB_MAG_00008 000000000159 TAG_MAG_00014 000000000168 NZ_JQLW01000005.1
Arsenate reductase (EC 1.20.4.1) NA TAG_MAG_00014 000000000139 NA
Polyphosphate kinase (EC 2.7.4.1) RB_MAG_00008_000000000077 NA NA

Polyphosphates

Polyphosphate kinase 2 (EC 2.7.4.1)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)
Exopolyphosphatase (EC 3.6.1.11)

RB_MAG_00008_000000000077
RB_MAG_00008_ 000000000077
RB_MAG_00008_000000000077
RB_MAG_00008_ 000000000077
RB_MAG_00008_000000000077
RB_MAG_00008_000000000062
RB_MAG_00008_000000000062
RB_MAG_00008_000000000062
RB_MAG_00008_000000000062

TAG_MAG_00014_000000000170
TAG_MAG_00014_000000000170
TAG_MAG_00014_000000000170
TAG_MAG_00014_000000000178
TAG_MAG_00014_000000000178
TAG_MAG_00014_000000000170
TAG_MAG_00014_000000000170
TAG_MAG_00014_000000000178
TAG_MAG_00014_000000000178

NZ_JQLW01000005.1
NZ_JQLW01000005.1
NZ_JQLW01000012.1
NZ_JQLW01000005.1
NZ_JQLW01000012.1
NZ_JQLW01000005.1
NZ_JQLW01000012.1
NZ_JQLW01000005.1
NZ_JQLW01000012.1

Vitamin Biosynthesis

Phosphate transport system regulatory protein PhoU RB_MAG_00008_ 000000000060 NA NZ_JQLW01000007.1
Polyphosphate kinase (EC 2.7.4.1) RB_MAG_00008_ 000000000124 NA NA
Thiamin biosynthesis lipoprotein ApbE NA TAG_MAG_00014 000000000093 NA

Thiamine-monophosphate kinase (EC 2.7.4.16)

Thiamin-phosphate pyrophosphorylase (EC 2.5.1.3)

Thiamin-phosphate pyrophosphorylase (EC 2.5.1.3)

Riboflavin synthase eubacterial/eukaryotic (EC 2.5.1.9)

Riboflavin synthase eubacterial/eukaryotic (EC 2.5.1.9)

Glycine oxidase ThiO (EC 1.4.3.19)

Glycine oxidase ThiO (EC 1.4.3.19)

Cobalamin biosynthesis protein BluB @ 5,6-dimethylbenzimidazole synthase, flavin destructase family
Biotin synthase (EC 2.8.1.6)

Biotin synthase (EC 2.8.1.6)

RB_MAG_00008_000000000105
RB_MAG_00008_ 000000000046
RB_MAG_00008_000000000046
RB_MAG_00008_000000000151
RB_MAG_00008_000000000151
RB_MAG_00008_ 000000000146
RB_MAG_00008_000000000160
RB_MAG_00008_000000000123
RB_MAG_00008_000000000017
RB_MAG_00008_ 000000000099

TAG_MAG_00014_000000000039
TAG_MAG_00014_000000000001
TAG_MAG_00014_000000000144
TAG_MAG_00014_000000000072
TAG_MAG_00014_000000000131
TAG_MAG_00014_000000000157
TAG_MAG_00014_000000000157
TAG_MAG_00014_000000000014
TAG_MAG_00014_000000000038
TAG_MAG_00014_000000000038

NZ_JQLW01000006.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000008.1
NZ_JQLW01000006.1
NZ_JQLW01000006.1
NZ_JQLW01000006.1
NZ_JQLW01000010.1
NZ_JQLW01000010.1










Function RB_MAG_00008 TAG_MAG_00014 Ghiorsea	bivora

Ribulose	bisphosphate	carboxylase	(EC	4.1.1.39) RB_MAG_00008_000000000095 TAG_MAG_00014_000000000027 NZ_JQLW01000011.1

Ribulose	bisphosphate	carboxylase	(EC	4.1.1.39) RB_MAG_00008_000000000103 TAG_MAG_00014_000000000027 NZ_JQLW01000011.1

Sulfur	oxidation Sulfide:quinone	oxidoreductase,	Type	IV RB_MAG_00008_000000000129 TAG_MAG_00014_000000000068 NZ_JQLW01000007.1

Rubredoxin	HupI	/	Hydrogenase	maturation	factor	HoxT/HybE RB_MAG_00008_000000000042 NA NA

Hydrogenase	maturation	factor	HoxV/HupK RB_MAG_00008_000000000042 NA NZ_JQLW01000005.1

[NiFe]	hydrogenase	nickel	incorporation	protein	HypABCDEF RB_MAG_00008_000000000042 NA NZ_JQLW01000005.1

Hydrogenase	transcriptional	regulatory	protein	HoxA RB_MAG_00008_000000000042 NA NZ_JQLW01000005.1

Ni,Fe-hydrogenase	I	cytochrome	b	subunit RB_MAG_00008_000000000072 NA NA

Cyc2 * * *

Multicopper	oxidase RB_MAG_00008_000000000077 NA NZ_JQLW01000005.1

Multicopper	oxidase RB_MAG_00008_000000000077 NA NZ_JQLW01000007.1

Nitrite	reductase	[NAD(P)H]	small	and	large	subunit	(EC	1.7.1.4) RB_MAG_00008_000000000024 TAG_MAG_00014_000000000108 NZ_JQLW01000005.1

Nitrate/nitrite	transporter	Npun_R1527 RB_MAG_00008_000000000024 TAG_MAG_00014_000000000108 NZ_JQLW01000005.1

Nitric-oxide	reductase	subunit	B	(EC	1.7.99.7) NA TAG_MAG_00014_000000000171 NZ_JQLW01000007.1

Nitric-oxide	reductase	subunit	C	(EC	1.7.99.7) NA TAG_MAG_00014_000000000171 NZ_JQLW01000007.1

Glutamine	synthetase	type	I	(EC	6.3.1.2) RB_MAG_00008_000000000062 TAG_MAG_00014_000000000178 NZ_JQLW01000012.1

Glutamate	synthase	[NADPH]	large	chain	(EC	1.4.1.13) RB_MAG_00008_000000000068 TAG_MAG_00014_000000000132 NZ_JQLW01000009.1

Glutamate	synthase	[NADPH]	small	chain	(EC	1.4.1.13) RB_MAG_00008_000000000117 TAG_MAG_00014_000000000132 NZ_JQLW01000009.1

Threonine	synthase	(EC	4.2.3.1) RB_MAG_00008_000000000160 NA NZ_JQLW01000006.1

NADH	ubiquinone	oxidoreductase	chain	A	(EC	1.6.5.3) RB_MAG_00008_000000000072 TAG_MAG_00014_000000000130 NZ_JQLW01000008.1

Cytochrome	c	oxidase	(cbb3-type)	subunit	CcoNOP	(EC	1.9.3.1) RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000008.1

Cytochrome	c	oxidase	(cbb3-type)	subunit	CcoP	(EC	1.9.3.1) RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000005.1

Cytochrome	c	oxidase	(cbb3-type)	subunit	CcoP	(EC	1.9.3.1) RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000008.1

Cytochrome	c	oxidase	(cbb3-type)	subunit	CcoO	(EC	1.9.3.1) RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000008.1

Cytochrome	c	oxidase	(cbb3-type)	subunit	CcoN	(EC	1.9.3.1) RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000008.1

Type	cbb3	cytochrome	oxidase	biogenesis	protein	CcoG,	involved	in	Cu	oxidation RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NZ_JQLW01000008.1

Type	cbb3	cytochrome	oxidase	biogenesis	protein	CcoS,	involved	in	heme	b	insertion RB_MAG_00008_000000000021 TAG_MAG_00014_000000000123 NA

RNA	polymerase	sigma	factor	for	flagellar	operon NA TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Flagellar	basal-body	rod	protein	FlgG RB_MAG_00008_000000000029 TAG_MAG_00014_000000000116 NZ_JQLW01000008.1

Flagellar	P-ring	protein	FlgI RB_MAG_00008_000000000029 TAG_MAG_00014_000000000116 NZ_JQLW01000008.1

Flagellar	basal-body	rod	modification	protein	FlgD RB_MAG_00008_000000000104 TAG_MAG_00014_000000000044 NZ_JQLW01000009.1

Flagellar	basal-body	rod	protein	FlgB RB_MAG_00008_000000000006 TAG_MAG_00014_000000000028 NZ_JQLW01000013.1

Flagellar	basal-body	rod	protein	FlgC RB_MAG_00008_000000000006 TAG_MAG_00014_000000000028 NZ_JQLW01000013.1

Flagellar	hook	protein	FlgE RB_MAG_00008_000000000104 TAG_MAG_00014_000000000044 NZ_JQLW01000009.1

Flagellar	protein	FlgJ	[peptidoglycan	hydrolase] RB_MAG_00008_000000000029 TAG_MAG_00014_000000000116 NZ_JQLW01000008.1

Flagellar	hook-associated	protein	FlgK RB_MAG_00008_000000000029 TAG_MAG_00014_000000000116 NZ_JQLW01000008.1

Flagellar	hook-associated	protein	FlgL NA TAG_MAG_00014_000000000116 NA

Flagellar	L-ring	protein	FlgH NA TAG_MAG_00014_000000000116 NZ_JQLW01000008.1

Flagellar	M-ring	protein	FliF RB_MAG_00008_000000000006 TAG_MAG_00014_000000000028 NZ_JQLW01000013.1

Flagellar	motor	switch	protein	FliG RB_MAG_00008_000000000006 TAG_MAG_00014_000000000028 NZ_JQLW01000013.1

Flagellum-specific	ATP	synthase	FliI RB_MAG_00008_000000000006 TAG_MAG_00014_000000000028 NZ_JQLW01000013.1

Flagellar	biosynthesis	protein	FliP RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000005.1

Flagellar	motor	switch	protein	FliN RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000005.1

Flagellar	basal	body-associated	protein	FliL RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000005.1

Flagellar	biosynthesis	protein	FliQ RB_MAG_00008_000000000125 TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Flagellar	biosynthesis	protein	FliR RB_MAG_00008_000000000125 TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Flagellar	cap	protein	FliD NA TAG_MAG_00014_000000000102 NZ_JQLW01000009.1

Flagellar	assembly	factor	FliW NA NA NZ_JQLW01000008.1

Flagellar	biosynthesis	protein	FliS RB_MAG_00008_000000000147 NA NA

Flagellin	protein	FlaA RB_MAG_00008_000000000053 TAG_MAG_00014_000000000102 NZ_JQLW01000004.1

Flagellin	protein	FlaA RB_MAG_00008_000000000053 TAG_MAG_00014_000000000102 NZ_JQLW01000009.1

Flagellin	protein	FlaA RB_MAG_00008_000000000053 TAG_MAG_00014_000000000102 NZ_JQLW01000010.1

Flagellar	protein	FlaG NA NA NZ_JQLW01000009.1

Flagellar	motor	rotation	protein	MotB RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000005.1

Flagellar	motor	rotation	protein	MotB RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000007.1

Flagellar	motor	rotation	protein	MotA RB_MAG_00008_000000000109 TAG_MAG_00014_000000000171 NZ_JQLW01000005.1

Flagellar	biosynthesis	protein	FlhB RB_MAG_00008_000000000125 TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Flagellar	biosynthesis	protein	FlhA RB_MAG_00008_000000000125 TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Flagellar	synthesis	regulator	FleN RB_MAG_00008_000000000125 TAG_MAG_00014_000000000182 NZ_JQLW01000008.1

Chemotaxis	regulator	-	transmits	chemoreceptor	signals	to	flagellar	motor	components	CheY RB_MAG_00008_000000000009 TAG_MAG_00014_000000000040 NZ_JQLW01000010.1

Chemotaxis	response	regulator	protein-glutamate	methylesterase	CheB	(EC	3.1.1.61) RB_MAG_00008_000000000009 NA NZ_JQLW01000010.1

Chemotaxis	protein	methyltransferase	CheR	(EC	2.1.1.80) RB_MAG_00008_000000000009 NA NZ_JQLW01000010.1

Arsenical-resistance	protein	ACR3 RB_MAG_00008_000000000159 TAG_MAG_00014_000000000168 NA

Arsenate	reductase	(EC	1.20.4.4)	thioredoxin-coupled,	LMWP	family RB_MAG_00008_000000000159 TAG_MAG_00014_000000000168 NZ_JQLW01000005.1

Arsenate	reductase	(EC	1.20.4.1) NA TAG_MAG_00014_000000000139 NA

Polyphosphate	kinase	(EC	2.7.4.1) RB_MAG_00008_000000000077 NA NA

Polyphosphate	kinase	2	(EC	2.7.4.1) RB_MAG_00008_000000000077 TAG_MAG_00014_000000000170 NZ_JQLW01000005.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000077 TAG_MAG_00014_000000000170 NZ_JQLW01000005.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000077 TAG_MAG_00014_000000000170 NZ_JQLW01000012.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000077 TAG_MAG_00014_000000000178 NZ_JQLW01000005.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000077 TAG_MAG_00014_000000000178 NZ_JQLW01000012.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000062 TAG_MAG_00014_000000000170 NZ_JQLW01000005.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000062 TAG_MAG_00014_000000000170 NZ_JQLW01000012.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000062 TAG_MAG_00014_000000000178 NZ_JQLW01000005.1

Exopolyphosphatase	(EC	3.6.1.11) RB_MAG_00008_000000000062 TAG_MAG_00014_000000000178 NZ_JQLW01000012.1

Phosphate	transport	system	regulatory	protein	PhoU RB_MAG_00008_000000000060 NA NZ_JQLW01000007.1

Polyphosphate	kinase	(EC	2.7.4.1) RB_MAG_00008_000000000124 NA NA

Thiamin	biosynthesis	lipoprotein	ApbE NA TAG_MAG_00014_000000000093 NA

Thiamine-monophosphate	kinase	(EC	2.7.4.16) RB_MAG_00008_000000000105 TAG_MAG_00014_000000000039 NZ_JQLW01000006.1

Thiamin-phosphate	pyrophosphorylase	(EC	2.5.1.3) RB_MAG_00008_000000000046 TAG_MAG_00014_000000000001 NZ_JQLW01000008.1

Thiamin-phosphate	pyrophosphorylase	(EC	2.5.1.3) RB_MAG_00008_000000000046 TAG_MAG_00014_000000000144 NZ_JQLW01000008.1

Riboflavin	synthase	eubacterial/eukaryotic	(EC	2.5.1.9) RB_MAG_00008_000000000151 TAG_MAG_00014_000000000072 NZ_JQLW01000008.1

Riboflavin	synthase	eubacterial/eukaryotic	(EC	2.5.1.9) RB_MAG_00008_000000000151 TAG_MAG_00014_000000000131 NZ_JQLW01000008.1

Glycine	oxidase	ThiO	(EC	1.4.3.19) RB_MAG_00008_000000000146 TAG_MAG_00014_000000000157 NZ_JQLW01000006.1

Glycine	oxidase	ThiO	(EC	1.4.3.19) RB_MAG_00008_000000000160 TAG_MAG_00014_000000000157 NZ_JQLW01000006.1

Cobalamin	biosynthesis	protein	BluB	@	5,6-dimethylbenzimidazole	synthase,	flavin	destructase	family RB_MAG_00008_000000000123 TAG_MAG_00014_000000000014 NZ_JQLW01000006.1

Biotin	synthase	(EC	2.8.1.6) RB_MAG_00008_000000000017 TAG_MAG_00014_000000000038 NZ_JQLW01000010.1

Biotin	synthase	(EC	2.8.1.6) RB_MAG_00008_000000000099 TAG_MAG_00014_000000000038 NZ_JQLW01000010.1
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