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k99_13816788_38 [K01790; DTDP−4−dehydrorhamnose 3,5−epimerase]
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idine photolyase−related protein]

k99_15974635_5 [Unknown]

k99_15974635_6 [TC (K02429; Sugar tra
nsporter)]

k99_15974635_7 [GH78 | C
BM67]

5 kb 10 kb

k99_38097949_28 [GH73]

k99_38097949_29 [K06949; RsgA GTPase]

k99_38097949_30 [K07560; D−aminoacyl−tRNA deacylase]

k99_38097949_31 [TC (PF03062.19; M
embrane−bound O−acyltra

nsferase)]

k99_38097949_32 [Unknown]

k99_38097949_33 [PF03819.17; M
azG nucleotide pyrophosphohydrolase]

k99_38097949_34 [TC (K15987; K(+)−stimulated pyrophosphate−energized sodium pump)]

30 kb 35 kb

k99_499094_3 [GH16]

k99_499094_4 [PF02018.17; Carbohydrate binding domain]

k99_499094_5 [TC (K21572; SusD)]

k99_499094_6 [TC (PF00593.24; TonB)]

k99_499094_7 [TC (PF07715.15; TonB−dependent Receptor Plug)]

k99_499094_8 [STP (NUDIX hydrolase)]

k99_499094_9 [TC (PF00474.17; Sodium−solute symporter)]

k99_499094_10 [GH3]

k99_499094_16 [TC (PF00083.24; Sugar tra
nsporter)]

k99_499094_17 [GH16]

k99_499094_18 [GH30_1]

k99_499094_19 [GH149]

5 kb 10 kb 15 kb 20 kb 25 kb

D

E. Genes encoding the fucose metabolic pathway in Verrucomicrobiae class (GTDB taxonomy)
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