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Supplementary Figure 1. Examples of chromatogrammes with the detection of either CLD 

(Top graph) or pentachloroindene (bottom graph) in two samples after 90 days incubation. (1) 

control without bacteria, (2) with bacteria. 

 

 

 

 

 

 



 

 

Supplementary Figure 2. GC-MS analysis in full scan mode of kinetic experiment with 

chlordecone (CLD) after 8 months incubation (entry 1 in Figure 2 and in Table S1.). A: 

incubation with bacteria; B: control incubation (without bacteria). S8: colloidal sulfur S8; RT: 

retention time; MA: manually integrated area. 
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Supplementary Figure 3. GC-MS analysis in full scan mode of kinetic experiment with 10-

monohydrochlordecone (-1Cl-CLD) after 8 months incubation (entry 2 in Figure 2 and in Table 

S1). A: incubation with bacteria; B: control incubation (without bacteria). S8: colloidal sulfur 

S8; RT: retention time; MA: manually integrated area. 
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Supplementary Figure 4. GC-MS analysis in full scan mode of kinetic experiment with 

trihydrochlordecone (–3Cl-CLD) after 8 months incubation (entry 3 in Figure 2 and in Table 

S1). A: incubation with bacteria; B: control incubation (without bacteria). S8: colloidal sulfur 

S8; RT: retention time; MA: manually integrated area. 

 

 

 

 

S8 

-3Cl-CLD 

-3Cl-CLD-SH 

-3Cl-CLD-SCH3 

A 

CLD-SCH3 

S8 

-3Cl-CLD 

B 



 

 

Supplementary Figure 5. GC-MS analysis in full scan mode of transfer experiment after 3 

months incubation (entries 4 and 5 in Figure 3 and in Table S1). A: incubation of -1Cl-CLD 

with inoculum from biotic experiment 2 (entry 4 in Figure 2 and in Table S1); B: incubation of 

-3Cl-CLD with inoculum from biotic experiment 3 (entry 4 in Figure 2 and in Table S1). S8: 

colloidal sulfur S8; RT: retention time; MA: manually integrated area. 
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Supplementary Figure 6. Interpretation of EI mass spectra from GC-MS analysis. A. 

trihydrochlordecthiol (-3Cl-CLD-SH); B. 10-monohydrochlordecthiol (-1Cl-CLD-SH); C. 

chlordecthiol (CLD-SH).  
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Supplementary Figure 7. Interpretation of EI mass spectra from GC-MS analysis. A. methyl 

trihydrochlordecsulfide (-3Cl-CLD-SCH3); B. methyl 10-monohydrochlordecsulfide (-1Cl-

CLD-SCH3); C. methyl chlordecsulfide (CLD-SCH3).  
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Supplementary Figure 8. Evolution of Eh over time in the incubations 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 9. Bacterial community CE-SSCP fingerprints in incubations after 8 

(T1), 29 (T3), 57 (T5) and 89 (T6) days incubation. 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 10. Alpha diversity measures. 

 



 

Supplementary Table S1. Detailed overview of the transformation products resulting from CLD, CLD-1Cl and CLD-3Cl incubations. Values 

refer to the peak intensity of the most prominent ion of each molecule extracted from the full scan acquisition mode of GC-MS analysis. 

compound CLD -1Cl-CLD -3Cl-CLD pentachloroindene CLD-SH -1Cl-CLD-SH -1Cl-CLD-SH -3Cl-CLD-SH -3Cl-CLD-SH CLD-SCH3 -1Cl-CLD-SCH3 -1Cl-CLD-SCH3 -3Cl-CLD-SCH3 -3Cl-CLD-SCH3

retention time 

(GC-MS method 2)
20,46 min 19,12 min 15,85 min 15,16 min 24,47 min 22,89 min 22,97 min 18,93 min 19,03 25,90 min 24,30 min 24,42 min 20,44 min 20,57 min

entry

(referred 

to Fig. 3)
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