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View Table (.txt)
Total Oh 12h 24h 36h 48h 72h 168h 336h 504h 672h 840h
Legend Taxonomy count % % % % % % % % % % % %
I Archaea;__Euryarchaeota 0 0.0%[0.0%]0.0%] 0.0%] 0.0% ] 0.0%] 0.0% [0.0%] 0.0% | 0.0% 0.2%]] 0.0%|
I B:cteria;__Acidobacteria 0 0.0% 0.0% [0.0%]0.0%][0.0%] 0.0%][ 0.0%][ 0.0% | 0.0%][ 0.0%] 0.0%] 0.0%
[ Bacteria;__Actinobacteria 0 0.0%]0.0%] 0.0%] 0.0% 0.0% 0.0% 0.0%] 0.0%] 0.0% | 0.0% 0.0%] 0.0%|
I Bacteria;_ Armatimonadetes 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0%
I sacteria;_BD1-5 0 0.0%[0.0%] 0.0%] 0.0% ] 0.0%] 0.0%][ 0.0% ][ 0.0% [ 0.0%][ 0.1% 0.2% | 0.0%|
Bacteria;__Bacteroidetes 0 0.5% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.4% 0.2% 3.5% 1.1% 0.1%
Bacteria;__Candidate_division BRC1 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Candidate_division KB1 0  0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
[ Bacteria;__Candidate_division_OD1 0  0.0% | 0.0%| 0.0% 0.0% [ 0.0%| 0.0% | 0.0% | 0.0%][ 0.0%| 0.0%| 0.0% | 0.0%|
[ Bacteria;__Candidate_division_ OP11 0  0.0% | 0.0% 0.0%] 0.0% [ 0.0% ] 0.0%] 0.0% | 0.0% | 0.0%] 0.0% 0.0% 0.0%
I B:cteria;Candidate division OP3 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%]0.0%] 0.0% 0.0% 0.0% 0.0%
[ Bacteria;__Candidate_division_ TM7 =~ 0  0.0% | 0.0% | 0.0% 0.0% 0.0%] 0.0% | 0.0% | 0.0%][ 0.0%| 0.0% [ 0.0%| 0.0%
Bacteria;__Candidate_division WS3 0  0.0%  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%) 0.0%) 0.0% 0.0%
[ Bacteria;__Candidate_division WS6 0  0.0% 0.0% 0.0%0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Chlamydiae 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Chlorobi 0 0.0% 0.0%)] 0.0% 0.0% 0.0%] 0.0% | 0.0% 0.0% | 0.0%] 0.0% 0.0% | 0.0%
[ Bacteria;__Chloroflexi 0 0.0% 0.0%| 0.0% 0.0%[0.0%] 0.0% [0.0% ] 0.0%]| 0.0% 0.0%] 0.0%| 0.0%
Bacteria;__Cyanobacteria 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Deferribacteres 0 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
I Bacteria;_Deinococcus-Thermus 0 0.0% 0.0% 0.0%0.0%] 0.0% 0.0% [0.0%]0.0%] 0.0% [0.0%] 0.0% 0.0%
[ Bacteria;__Elusimicrobia 0  0.0% 0.0% 0.0%| 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
[ Bacteria;__Fibrobacteres 0  0.0% 0.0%) 0.0% 0.0%  0.0% 0.0% 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0%
I Bacteria;_ Firmicutes 0 0.1% |0.1% 0.1% 0.1%] 0.1% 0.1% | 0.1% | 0.1%]| 0.0% 0.4% | 0.2% | 0.0%
I Bacteria;_Fusobacteria 0 0.1% |0.0%] 0.0%] 0.0%] 0.0% 0.0% | 0.0% | 0.1%]| 0.0%] 0.8% | 0.3% | 0.0%
[ Bacteria;__Lentisphaerae 0 0.0% 0.0%| 0.0%| 0.0% 0.0% | 0.0% 0.0% 0.0%] 0.0%] 0.1% 0.0% | 0.0%
I acteria;_ NPL-UPA2 0 0.0%[0.0%] 0.0%] 0.0%] 0.0%] 0.0%][ 0.0%] 0.0% | 0.0%] 0.0%] 0.0% 0.0%
I B:cteria;_ Nitrospirae 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%] 0.0% |0.0%] 0.0%] 0.0%
I Bacteria;__Planctomycetes 0 0.0%|0.0%] 0.0%] 0.0%] 0.0% [ 0.0%] 0.0%]| 0.0%] 0.0%] 0.0% 0.0%]| 0.0%
I Bacteria;__Proteobacteria 3 31.0%|44.0%)47.3%) 42.1%] 50.2%]49.2%)42.0%)[35.0%] 11.4%] 10.5%] 8.8%][ 1.0%
I Bacteria;__RF3 0 0.0% 0.0%0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
I B:cteria;__Spirochaetes 0 0.0%[0.0%] 0.0%] 0.0%]] 0.0%][ 0.0% | 0.0% || 0.0%]] 0.0%][ 0.0% | 0.0% || 0.0%|
[ Bacteria;__synergistetes 0 0.0% 0.0% 0.0% 0.0%|0.0%| 0.0% 0.0% 0.0% 0.0%  0.0%) 0.0% 0.0%
I Bacteria;_TAoE 0 0.0% 0.0%][0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
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I Bacteria;__TMe 0 0.0%[0.0%] 0.0%] 0.0%] 0.0%] 0.0%] 0.0%] 0.0%] 0.0% 0.0% 0.0% [0.0%]
Bacteria;__Tenericutes 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Thermodesulfobacteria 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
Bacteria;__Verrucomicrobia 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0% 0.1% 0.0% 0.1% 0.1% 0.0%

[ Eukaryota;__Amoebozoa 0 0.0% | 0.0%| 0.0%| 0.0%] 0.0% 0.0% | 0.0% | 0.0%| 0.0%) 0.0% | 0.0% | 0.0%

I Eukaryota;_Archaeplastida 0 0.1%[0.1%][0.0%] 0.0%] 0.0% 0.1% 0.1%][ 0.1%] 0.1%] 0.1% 0.1%]] 0.2%

I Eukaryota; BCBS5F14RM4E02 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%

[ Eukaryota;__Centrohelida 0 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%] 0.0% [0.0%] 0.0%

[ Eukaryota;_Cryptophyceae 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%] 0.0%| 0.0% 0.0% 0.0%

[ Eukaryota;_ DH147-EKD10 0  0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% |0.0% 0.0%]| 0.0% 0.0% 0.0%|
Eukaryota;__Excavata 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.1% 0.2% 0.0%

[ Eukaryota;__Incertae_Sedis 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%  0.0% 0.0%  0.0% 0.0%

[ Eukaryota;__Kathable pharidae 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%
Eukaryota;__ Opisthokonta 7 68.0% 55.8% 52.5% 57.7% 49.6% 50.6% 57.9% 64.1% 88.1% 84.2% 88.5% 98.7%
Eukaryota;__RT5iin25 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%

I Eukaryota;__SAR 0 0.0%[0.0%] 0.0%] 0.0%] 0.0%] 0.0% 0.0% ] 0.0%]| 0.0%] 0.1% 0.3% | 0.0%|
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Total Oh 12h 24h 36h 48h 72h 168h 336h 504

Legend Taxonomy count % % % % % % % % % %
I Archaea;__Euryarchaeota;__Halobacteria 0 0.0%[0.0%] 0.0%] 0.0%] 0.0%] 0.0%] 0.0% 0.0% [0.0%] 0.0'
iArchaea;_Euryarchaeota; Thermoplasmata 0 0.0% [ 0.0%| 0.0% | 0.0%| 0.0% | 0.0% 0.0%|0.0%| 0.0% 0.0
[ Bacteria;__Acidobacteria;__AT-s3-28 0 0.0% 0.0% 0.0%0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
I Bacteria;__Acidobacteria;__Acidobacteriales 0  0.0% 0.0% 0.0%0.0%] 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0
I 52cteria;_Acidobacteria;__BPC102 0  0.0% 0.0% 0.0% 0.0%0.0%] 0.0% 0.0% [0.0%] 0.0% [0.0°
Bacteria;__Acidobacteria;__Candidatus_Chloracidobacterium 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
Bacteria;__Acidobacteria;__DA023 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
Bacteria;__Acidobacteria;__Holophagae 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%  0.0'

[ Bacteria;__Acidobacteria;__RB25 0 0.0% 0.0% 0.0%0.0%] 0.0% 0.0% [0.0%]| 0.0% 0.0% 0.0
I Bacteria;__Acidobacteria;__RB41 0 0.0% 0.0% 0.0% 0.0% 0.0%0.0%] 0.0% 0.0% 0.0% 0.0
I Bacteria;__Actinobacteria;__Acidimicrobiia 0  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [ 0.0
[ Bacteria;__Actinobacteria;__Corynebacteriales 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
[ Bacteria;__Actinobacteria;__Micrococcales 0 0.0% 0.0%| 0.0% 0.0%0.0% 0.0% 0.0%|0.0%| 0.0% 0.0
[ Bacteria;__Actinobacteria;__Micromonosporales 0 0.0%0.0%0.0%] 0.0% 0.0% 0.0%] 0.0%] 0.0% 0.0% | 0.0’
Bacteria;__Actinobacteria;__Propionibacteriales 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
-Bacteria;_Actinobacteria; Thermoleophilia 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%@ 0.0% 0.0'
[ Bacteria;__Armatimonadetes;__uncultured_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0'
Bacteria;__BD1-5;__GN02 0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
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0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0% 0.0% 0.0
0.0% [ 0.0%][ 0.0%][ 0.0% ][ 0.0% ] 0.0%][ 0.0%] 0.0% [ 0.0% 0.0'
0.0% 0.0% | 0.0%| 0.0% [ 0.0%] 0.0% 0.0% [ 0.0%| 0.0% | 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0

Bacteria;__BD1-5;__marine_metagenome
- Bacteria;__BD1-5;__uncultured_bacterium
- Bacteria;__BD1-5;__uncultured_candidate_division_OP11_bacterium
Bacteria;__BD1-5;__uncultured_candidate_division_TM7_bacterium
- Bacteria;__BD1-5;__uncultured_epsilon_proteobacterium

I Bacteria;__BD1-5;__uncultured_marine_bacterium 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% [ 0.0
[ Bacteria;__BD1-5;__unidentified_proteobacterium 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0% 0.0'
I Bacteria;_Bacteroidetes;_BD2-2 0.0% [ 0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%| 0.0% [ 0.0'

- Bacteria;__Bacteroidetes;__Bacteroidia

- Bacteria;__Bacteroidetes;_ Class_Incertae_Sedis

- Bacteria;__Bacteroidetes;_Cytophagia

- Bacteria;__Bacteroidetes;__Flavobacteria

- Bacteria;__Bacteroidetes;__SB-1

- Bacteria;__Bacteroidetes;__SB-5

- Bacteria;__Bacteroidetes;__Sphingobacteriia

- Bacteria;__Bacteroidetes;__VC2.1_Bac22
Bacteria;__Bacteroidetes;_ WCHB1-32
Bacteria;__Bacteroidetes;__vadinHA17

0.3% [ 0.0%][ 0.0%][ 0.0% ][ 0.0%] 0.0%][ 0.0%] 0.1% ] 0.1%[ 2.7
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%]0.0%] 0.0'
0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% [0.0%] 0.0% [ 0.0
0.1% [ 0.0%][ 0.0%][ 0.0% [ 0.0% ] 0.0%][ 0.0%] 0.3% | 0.1% 0.6*
0.1°
0.0
0.0

0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% [0.0%] 0.0%
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
0.0% 0.0% [0.0%][ 0.0%] 0.0% ] 0.0% 0.0%][ 0.0%] 0.0%
0.0% [0.0%][ 0.0%]| 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% [0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% [0.0%] 0.0% [ 0.0%][ 0.0% ] 0.0%] 0.0'
0.0% | 0.0% | 0.0% | 0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0'
0.0% 0.0% 0.0% 0.0% 0.0%  0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0%] 0.0% 0.0’
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%)| 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% | 0.0% | 0.0% | 0.0%)| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% | 0.0% 0.0% | 0.0%| 0.0% | 0.0% 0.0% [ 0.0% 0.0%| 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0"
0.0% | 0.0% [ 0.0% | 0.0%] 0.0% 0.0% | 0.0% 0.0%] 0.0% | 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% [ 0.0%] 0.0% 0.0% [0.0%] 0.0% [ 0.0%] 0.0%] 0.0% [ 0.0
0.0% | 0.0%) 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0'
0.0% [ 0.0%][ 0.0%][ 0.0% ][ 0.0% ] 0.0%][ 0.0%]] 0.0% | 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% [0.0%][0.0%] 0.0% 0.0% 0.0% 0.0'
0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% [ 0.0%[ 0.0% | 0.0%][ 0.0% 0.0% || 0.0% | 0.0%][ 0.0% 0.0'
0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% [0.0%] 0.0%] 0.0% [0.0°
0.0% 0.0% [0.0%] 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0'
0.0% [ 0.0% 0.0% 0.0% [0.0%][ 0.0%] 0.0% [ 0.0%] 0.0% [ 0.0
0.1% [ 0.1%][ 0.1%][ 0.1% [ 0.1% ] 0.1%][ 0.1%][ 0.1% ] 0.0% 0.1*
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.3'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%  0.0'
0.1% [ 0.0% [ 0.0%] 0.0% | 0.0% 0.0%][ 0.0%] 0.1% | 0.0% | 0.8'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0'
0.0% 0.0% 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% 0.0'
0.0% | 0.0% [ 0.0% 0.0% 0.0% 0.0% | 0.0%] 0.0% ] 0.0% 0.1
0.0%  0.0% | 0.0% | 0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% | 0.0% [ 0.0% | 0.0%] 0.0%] 0.0% | 0.0% 0.0% 0.0% | 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% [0.0%) 0.0% 0.0% 0.0% [ 0.0% 0.0%] 0.0%] 0.0% | 0.0'
0.0% [ 0.0% [ 0.0%] 0.0% | 0.0% ] 0.0%][ 0.0%] 0.0% [ 0.0% | 0.1°
0.0% | 0.0% | 0.0% | 0.0%| 0.0% ) 0.0% | 0.0% 0.0% 0.0% | 0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% [0.0%] 0.0%| 0.0% [0.0%][ 0.0%] 0.0% 0.0% [o0.0'
0.0% 0.0% 0.0% 0.0% 0.0%) 0.0% | 0.0%] 0.0%] 0.0% 0.0'
0.1% [ 0.0%[ 0.0%][ 0.0% | 0.0% ] 0.0%][ 0.0%] 0.0% | 0.0% 0.5*
0.0% 0.0% [0.0%] 0.0%]| 0.0% 0.0% 0.0% [0.0%] 0.0% o0.0'
0.6% [ 0.3%][ 0.3% | 0.6%][ 0.3%[ 0.2% | 0.4% [ 0.3%][ 0.1% ][ 1.9"
30.3%|43.6%46.9%]41.5%)[49.9%)[48.9%]41.6%)[34.7%)11.3%] 8.0'
0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0'
0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% [0.0%] 0.0%] 0.0% o0.0'
0.0% 0.0% 0.0% 0.0% 0.0% |0.0%] 0.0%| 0.0% 0.0% o0.0'

Bacteria;__Candidate_division_BRC1;__uncultured_bacterium
- Bacteria;__Candidate_division_KB1;__uncultured_bacterium
- Bacteria;__Candidate_division_OD1;__uncultured_bacterium

Bacteria;__Candidate_division_OP11;__uncultured_bacterium

Bacteria;__Candidate_division_OP11;__uncultured_soil_bacterium

- Bacteria;__Candidate_division_OP3;__uncultured_bacterium

- Bacteria;__Candidate_division_OP3;__uncultured_candidate_division_OP3_bacterium
Bacteria;__Candidate_division_TM7;__uncultured_bacterium

Bacteria;__Candidate_division_TM7;__uncultured_candidate_division_TM7_bacterium
- Bacteria;__Candidate_division_TM7;__uncultured_soil_bacterium
Bacteria;__Candidate_division_WS3;__uncultured_bacterium

Bacteria;__Candidate_division_WS6;__uncultured_bacterium
- Bacteria;__Candidate_division_WS$6;__uncultured candidate division WS6_bacterium
-Bacteria;_ChIamydiae; Chlamydiales

Bacteria;__Chlorobi;__Chlorobia
-Bacteria;_ChIorobi; Ignavibacteria
-Bacteria;_ChIoroerxi; Anaerolineae
-Bacteria;_ChIoroerxi; Caldilineae
-Bacteria;_Cyanobacteria; 4C0d-2
-Bacteria;_Cyanobacteria; Chloroplast
-Bacteria;_Cyanobacteria; MLE1-12
-Bacteria;_Cyanobacteria; Subsectionll
-Bacteria;_Deferribacteres; Deferribacterales
-Bacteria;_Deinococcus-Thermus; Deinococci
-Bacteria;_EIusimicrobia; Rs-M47
-Bacteria;_Fibrobacteres; Fibrobacteria
-Bacteria;_Firmicutes; Bacilli

Bacteria;__Firmicutes;__Clostridia

Bacteria;__Firmicutes;__Erysipelotrichi
Bacteria;__Fusobacteria;__BS1-0-74

- Bacteria;__Fusobacteria;__Fusobacteriales

- Bacteria;__Fusobacteria;__MSBL6

- Bacteria;__Fusobacteria;__SHA-35

- Bacteria;__Lentisphaerae;__Lentisphaeria
Bacteria;__NPL-UPA2;__uncultured_bacterium
Bacteria;__NPL-UPA2;__uncultured_organism
Bacteria;__Nitrospirae;__Nitrospira

Bacteria;__Planctomycetes;__BD7-11
- Bacteria;__Planctomycetes;_ OM190
Bacteria;__Planctomycetes;__Phycisphaerae
Bacteria;__Planctomycetes;__Planctomycetacia
- Bacteria;__Proteobacteria;__ARKICE-90
- Bacteria;__Proteobacteria;__Alphaproteobacteria
Bacteria;__Proteobacteria;__Betaproteobacteria
- Bacteria;__Proteobacteria;__Candidatus_Allobeggiatoa
- Bacteria;__Proteobacteria;__Candidatus_Thiobios
- Bacteria;__Proteobacteria;__Class_Incertae_Sedis
- Bacteria;__Proteobacteria;__Deltaproteobacteria
- Bacteria;__Proteobacteria;__Elev-16S-509
- Bacteria;__Proteobacteria;__Epsilonproteobacteria
- Bacteria;__Proteobacteria;__Gammaproteobacteria
- Bacteria;__Proteobacteria;__JTB23
- Bacteria;__Proteobacteria;__Milano-WF1B-44
- Bacteria;__Proteobacteria;__SC3-20
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0.0% [ 0.0%][ 0.0%][ 0.0% ][ 0.0% [ 0.0%][ 0.0%][ 0.0%] 0.0% o0.0'
0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0%  0.0% | 0.0%  0.0%) 0.0%) 0.0% ] 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0%0.0%| 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% [ 0.0%[ 0.0%] 0.0%| 0.0% [ 0.0%][ 0.0%] 0.0%] 0.0% 0.0’
0.0% 0.0% 0.0% 0.0%0.0%| 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0%  0.0%] 0.0%| 0.0% 0.0% 0.0%] 0.0% 0.0
0.0% | 0.0% | 0.0% | 0.0% [ 0.0%] 0.0%] 0.0% 0.0% | 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% | 0.0% 0.0% | 0.0% 0.0%] 0.0% | 0.1% 0.0% | 0.1
0.0% [0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% ] 0.0% | 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0% 0.0% 0.0
0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.1% [ 0.1% [ 0.0%] 0.0% | 0.0% ] 0.1% ] 0.1%] 0.1% [ 0.1% | 0.1*
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%  0.0%] 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0
0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0
0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% [0.0%]0.0%] 0.0
0.0% [ 0.0%] 0.0% 0.0% 0.0% 0.0% ] 0.0%] 0.0% ] 0.0% 0.1
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0'
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0%[ 0.0% | 0.0%] 0.0% 0.0% | 0.0% 0.0%] 0.1% | 0.0'
0.0% 0.0% [0.0%] 0.0% 0.0% [0.0%] 0.0% 0.0% [0.0%] 0.0
67.9%|55.8%|52.5%] 57.7%)|49.6%)50.6 %] 57.8%) 64.1%)88.0%(84.1
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0% | 0.0% 0.0% | 0.0%] 0.0% | 0.0%] 0.0% ] 0.0% | 0.0
0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% |0.0%] 0.0% ] 0.0%] 0.0

- Bacteria;__Proteobacteria;__Skagenf62
- Bacteria;__Proteobacteria;__TA18
Bacteria;__Proteobacteria;__pltb-vmat-80

Bacteria;__RF3;__uncultured_bacterium

Bacteria;__Spirochaetes;__Spirochaetales
-Bacteria;_Synergistetes; Synergistia
- Bacteria;__TA06;__uncultured_bacterium
- Bacteria;__TM6;__uncultured_bacterium
- Bacteria;__TM6;__uncultured_candidate_division_TM6_bacterium
Bacteria;__TM6;__uncultured_gamma_proteobacterium

Bacteria;__Tenericutes;__Mollicutes
Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales
Bacteria;__Verrucomicrobia;__Opitutae
-Bacteria;_Verrucomicrobia; Verrucomicrobiae
Eukaryota;__Amoebozoa;__Conosa

Eukaryota;__Amoebozoa;__Discosea
-Eukaryota;_Amoebozoa; Lobosa
- Eukaryota;__Archaeplastida;__Chloroplastida
Eukaryota;__Archaeplastida;__Rhodophyceae
I Eukaryota;__BCBS5F14RM4E02;__uncultured_eukaryote
- Eukaryota;__Centrohelida;__Acanthocystidae
[ Eukaryota;__Centrohelida;__CV1-B1-93
- Eukaryota;__Centrohelida;__Heterophryidae
- Eukaryota;__Centrohelida;__uncultured_marine_eukaryote
- Eukaryota;__Cryptophyceae;__Cryptomonadales
- Eukaryota;__Cryptophyceae;__Goniomonas
- Eukaryota;__DH147-EKD10;__uncultured_dinoflagellate
- Eukaryota;__DH147-EKD10;__uncultured_eukaryote
-Eukaryota;_Excavata; Discoba
- Eukaryota;__Incertae_Sedis;__Ancyromonadida
- Eukaryota;__Incertae_Sedis;__Apusomonadidae

Eukaryota;__Incertae_Sedis;__Breviatea

Eukaryota;__Incertae_Sedis;__Telonema
Eukaryota;__Kathablepharidae;__Leucocryptos

- Eukaryota;__Opisthokonta;__Fungi

- Eukaryota;__Opisthokonta;__Holozoa

- Eukaryota;__Opisthokonta;__Metazoa

- Eukaryota;__RT5iin25;__uncultured_Auriculariaceae
Eukaryota;__RT5iin25;__uncultured_freshwater_eukaryote

Eukaryota;__RT5iin25;__uncultured_labyrinthulid

Eukaryota;__SAR;__Alveolata
Eukaryota;__SAR;__Rhizaria
- Eukaryota;__SAR;__Stramenopiles

O ©O O O O O N O 0O 0O 0O 0O 0O 0O 0O 0O 0O O 0O 0O 0O 0O 0O 0O 0O 00 0o 0o 0o 0o 0o 0o 0o 0o 0o 0o 0o 0o o o o ©

Taxonomy Summary. Current Level:

View Figure (.pdf) View Legend (.pdf)

4 de 38 18/12/2017, 18:21



Taxa Summaries

file:///C:/Users/Raul/Dropbox/Inés Barros/Transcriptome/Biocant/OT...

& ] =

=] = o=
b e H

=
=]

= = = _J=
o = ™~ =
- ™ = M A ] =

View Table (.txt)
Total Oh 12h 24h 36l
Legend Taxonomy count % % % % %
-Archaea;_Euryarchaeota;_Hanbacteria; Halobacteriales 0 0.0% 0.0%|0.0%‘ 0.0%|0.0
-Archaea;_Euryarchaeota;_Thermop' ta;__Marine_Benthic_Group_E 0 0.0% [ 0.0%| 0.0% | 0.0%| 0.0
[ Bacteria;__Acidobacteria;__AT-s3-28;__uncultured_Acidobacteriaceae_bacterium 0  0.0% 0.0% 0.0%0.0%) 0.0
-Bacteria;_Acidobacteria;_AcidobacteriaIes; Acidobacteriaceae 0 0.0% 0.0% 0.0% |0.0%| 0.0
I Bacteria;_ Acidobacteria;__BPC102;__uncultured_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Acidobacteria;__Candidatus_Chloracidobacterium;__uncultured_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Acidobacteria;__DA023;__uncultured_Acidobacteria_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Acidobacteria;__Holophagae;__32-20 0 0.0% 0.0% 0.0% 0.0% 0.0
-Bacteria;_Acidobacteria;_HoIophagae; Acanthopleuribacterales 0 0.0% 0.0% 0.0% 0.0% 0.0
I B:cteria;_Acidobacteria;__Holophagae;__CA002 0 0.0% 0.0%]0.0%| 0.0% 0.0
I Bacteria;__Acidobacteria;__Holophagae;__Holophagales 0 0.0% 0.0% 0.0% 0.0% 0.0
[ Bacteria;__Acidobacteria;__Holophagae;__iii1-8 0 0.0% 0.0% 0.0%0.0%] 0.0
Bacteria;__Acidobacteria;__RB25;__uncultured_Holophaga_sp. 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Acidobacteria;__RB41;__uncultured_Acidobacteria_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Actinobacteria;__Acidimicrobiia;__Acidimicrobiales 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Actinobacteria;__Corynebacteriales;__uncultured 0 0.0% 0.0% | 0.0% 0.0% 0.0
-Bacteria;_Actinobacteria;_Micrococcales; Intrasporangiaceae 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Actinobacteria;__Micrococcales;__Micrococcaceae 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Actinobacteria;__Micromonosporales;__Micromonosporaceae 0 0.0% 0.0% 0.0% 0.0% 0.0
-Bacteria;_Actinobacteria;_Propionibacteriales; Nocardioidaceae 0 0.0% 0.0% 0.0% 0.0%@
-Bacteria;_Actinobacteria;_Thermoleophilia; Solirubrobacterales 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Armatimonadetes;__uncultured_bacterium;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
I Bacteria;__BD1-5;__GN02;__GNO2_bacterium_canine_oral_taxon_323 0 0.0% 0.0% 0.0% 0.0% 0.0
- Bacteria;__BD1-5;__marine_metagenome;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
[ Bacteria;__BD1-5;__uncultured_bacterium;Other 0 0.0%[0.0%)0.0%] 0.0% 0.0
I Bacteria;__BD1-5;__uncultured_candidate_division_OP11_bacterium;Other 0 0.0% 0.0%0.0%) 0.0% [0.0
I B:cteria;_BD1-5;__uncultured_candidate_division_TM7_bacterium;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
- Bacteria;__BD1-5;__uncultured_epsilon_proteobacterium;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
- Bacteria;__BD1-5;__uncultured_marine_bacterium;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
I Bacteria;_BD1-5;__unidentified_proteobacterium;Other 0 0.0% 0.0% 0.0% 0.0% 0.0
Il 5:cteria;_Bacteroidetes;_BD2-2;__uncultured_Cytophaga_Sva1038 0 0.0%[0.0%] 0.0% 0.0% 0.0
[ Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Cytophaga_sp. 0 0.0% 0.0% 0.0% 0.0% 0.0
I Bacteria;_Bacteroidetes; _BD2-2;__uncultured_Cytophagales_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
-Bacteria;_Bacteroidetes;_BDZ-Z; uncultured_Sphingobacterium_sp. 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Bacteroidetes;_ BD2-2;__uncultured_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Bacteroidetes;_ BD2-2;__uncultured_sediment_bacterium 0 0.0% 0.0% 0.0% 0.0% 0.0
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales 0 0.3% 0.0% 0.0% 0.0% 0.0
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- Bacteria;__Bacteroidetes;__Class_Incertae_Sedis;__Order_Incertae_Sedis

-Bacteria;_Bacteroidetes;_Cytophagia; Cytophagales

- Bacteria;__Bacteroidetes;__Cytophagia;__Order_lll_Incertae_Sedis

-Bacteria;_Bacteroidetes;_FIavobacteria; Flavobacteriales
Bacteria;__Bacteroidetes;__SB-1;__Bacteroidetes

0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.1% | 0.0%[ 0.0% | 0.0%| 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% |0.0%] 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% [0.0%] 0.0% 0.0% 0.0
0.0% [0.0%| 0.0% 0.0% 0.0
0.0% 0.0% | 0.0%| 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% [0.0
0.0% 0.0% [0.0%] 0.0% 0.0
0.0% [0.0%] 0.0% 0.0% [0.0

0.0% | 0.0%[ 0.0% | 0.0%] 0.0
0.0% 0.0% 0.0% 0.0% [0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% [ 0.0%| 0.0% [ 0.0%][ 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0%  0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% [0.0%| 0.0
0.0% 0.0% 0.0% [0.0%] 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0% | 0.0% | 0.0% | 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0%  0.0% | 0.0% 0.0%] 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% [0.0
0.0% [0.0%] 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% [0.0%] 0.0% 0.0% [0.0
0.0% [ 0.0%][ 0.0% [ 0.0% ] 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% [0.0%] 0.0
0.0% 0.0% [0.0%] 0.0% 0.0
0.0% [0.0%][ 0.0%] 0.0% [0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% [ 0.0% | 0.0%][ 0.0% ][ 0.0
0.1% [ 0.1% ] 0.1%[ 0.1% ][ 0.1
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0%  0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.1% [ 0.0%][ 0.0%] 0.0% [ 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% | 0.0% 0.0% 0.0
0.0% [ 0.0% | 0.0%][ 0.0% ][ 0.0
0.0% | 0.0% [ 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0

Bacteria;__Bacteroidetes;__SB-1;__uncultured_Bacteroidetes_bacterium

Bacteria;__Bacteroidetes;__SB-1;__uncultured_alpha_proteobacterium

Bacteria;__Bacteroidetes;__SB-1;__uncultured_bacterium
- Bacteria;__Bacteroidetes;__SB-5;__uncultured_Bacteroidetes_bacterium
Bacteria;__Bacteroidetes;__SB-5;__uncultured_soil_bacterium

Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Bacteroidetes_bacterium
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Cytophagales_bacterium
Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_bacterium
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_sediment bacterium
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_soil_bacterium
- Bacteria;__Bacteroidetes;_ WCHB1-32;__uncultured_bacterium
- Bacteria;__Bacteroidetes;__vadinHA17;__uncultured_bacterium
- Bacteria;__Candidate_division_BRC1;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_KB1;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_OD1;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_OP11;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_OP11;__uncultured_soil_bacterium;Other
- Bacteria;__Candidate_division_OP3;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_OP3;__uncultured_candidate_division_OP3_bacterium;Other
- Bacteria;__Candidate_division_TM7;__uncultured_bacterium;Other

Bacteria;__Candidate_division_TM7;__uncultured_candidate_division_TM7_bacterium;Other

Bacteria;__Candidate_division_TM7;__uncultured_soil_bacterium;Other

Bacteria;__Candidate_division_WS3;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_WS6;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_WS6;__uncultured_candidate_division_WS6_bacterium;Other
-Bacteria;_ChIamydiae;_Chlamydiales; Parachlamydiaceae
-Bacteria;_ChIamydiae;_Chlamydiales; Simkaniaceae
Bacteria;__Chlorobi;__Chlorobia;__Chlorobiales

Bacteria;__Chlorobi;__lIgnavibacteria;__Ignavibacteriales
Bacteria;__Chloroflexi;__Anaerolineae;__Anaerolineales
Bacteria;__Chloroflexi;__Caldilineae;__Caldilineales
- Bacteria;__Cyanobacteria;__4C0d-2;__uncultured_bacterium
Bacteria;__Cyanobacteria;__Chloroplast;__Euglena
Bacteria;__Cyanobacteria;__Chloroplast;__Phaseolus
-Bacteria;_Cyanobacteria;_ChIoropIast; Solanum
-Bacteria;_Cyanobacteria;_ChIoropIast; Trachelomonas
Bacteria;__Cyanobacteria;__Chloroplast;__uncultured_bacterium
-Bacteria;_Cyanobacteria;_MLE1-12; uncultured_bacterium
-Bacteria;_Cyanobacteria;_SubsectionlI; Familyll
-Bacteria;_Deferribacteres;_DeferribacteraIes; Deferribacteraceae
- Bacteria;__Deferribacteres;__Deferribacterales;__Family Incertae_Sedis
-Bacteria;_Deferribacteres;_DeferribacteraIes; SAR406_clade(Marine_group_A)

- Bacteria;__Deinococcus-Thermus;__Deinococci;__Deinococcales

-Bacteria;_Deinococcus-Thermus;_Deinococci; Thermales
-Bacteria;_EIusimicrobia;_Rs-M47; uncultured_bacterium
-Bacteria;_Fibrobacteres;_Fibrobacteria; P.palm_C70
-Bacteria;_Fibrobacteres;_Fibrobacteria; R76-B150
-Bacteria;_Firmicutes;_BaciIIi; Bacillales
-Bacteria;_Firmicutes;_BaciIIi; Lactobacillales
Bacteria;__Firmicutes;__Clostridia;__Clostridiales

Bacteria;__Firmicutes;__Clostridia;__Thermoanaerobacterales

Bacteria;__Firmicutes;__Erysipelotrichi;__Erysipelotrichales
-Bacteria;_Fusobacteria;_BS1-0-74: uncultured_bacterium
- Bacteria;__Fusobacteria;__Fusobacteriales;__Fusobacteriaceae
- Bacteria;__Fusobacteria;__Fusobacteriales;__Hados.Sed.Eubac.3
- Bacteria;__Fusobacteria;__Fusobacteriales;__Leptotrichiaceae

Bacteria;__Fusobacteria;__Fusobacteriales;__boneC3G7

Bacteria;__Fusobacteria;__MSBL6;__uncultured_bacterium
Bacteria;__Fusobacteria;__SHA-35;__uncultured_bacterium

Bacteria;__Lentisphaerae;__Lentisphaeria;__Lentisphaerales
- Bacteria;__Lentisphaerae;__Lentisphaeria;__PBS-IlI-20
Bacteria;__Lentisphaerae;__Lentisphaeria;__R76-B128
Bacteria;__Lentisphaerae;__Lentisphaeria;__Victivallales
- Bacteria;__NPL-UPA2;__uncultured_bacterium;Other
- Bacteria;__NPL-UPA2;__uncultured_organism;Other
Bacteria;__Nitrospirae;__Nitrospira;__Nitrospirales
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- Bacteria;__Planctomycetes;__BD7-11;__uncultured_planctomycete
- Bacteria;__Planctomycetes;__OM190;__uncultured_Planctomycetales_bacterium
Bacteria;__Planctomycetes;_ OM190;
- Bacteria;__Planctomycetes;__OM190;__uncultured_deep-sea_bacterium
-Bacteria;_PIanctomycetes;_OM190; uncultured_planctomycete
-Bacteria;_PIanctomycetes;_OM190: unidentified_planctomycete
-Bacteria;_PIanctomycetes;_Phycisphaerae; Phycisphaerales
-Bacteria;_PIanctomycetes;_PIanctomycetacia; Planctomycetales
-Bacteria;_Proteobacteria;_ARKICE-90; uncultured_Colwellia_sp.
- Bacteria;__Proteobacteria;__ ARKICE-90;__uncultured_bacterium
-Bacteria;_Proteobacteria;_ARKICE-QO; uncultured_gamma_proteobacterium
- Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_organism

uncultured_bacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Adriatic90
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales
Bacteria;__Proteobacteria;__Alphaproteobacteria;__DB1-14

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__MNG3
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__0CS116_clade
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales
- Bacteria;__Proteobacteria;__Alphaproteobacteria;
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales

Rhodobacterales
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales
SAR11_clade
SB1-18
Sneathiellales

Bacteria;__Proteobacteria;__Alphaproteobacteria;
Bacteria;__Proteobacteria;__Alphaproteobacteria;
Bacteria;__Proteobacteria;__Alphaproteobacteria;
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales
Bacteria;__Proteobacteria;__Betaproteobacteria;

- Bacteria;__Proteobacteria;__Betaproteobacteria;__Hot Creek 32

- Bacteria;__Proteobacteria;__Betaproteobacteria;__Hydrogenophilales
Bacteria;__Proteobacteria;__Betaproteobacteria;__Methylophilales

- Bacteria;__Proteobacteria;__Betaproteobacteria;__Neisseriales

- Bacteria;__Proteobacteria;__Betaproteobacteria;__Nitrosomonadales
Bacteria;__Proteobacteria;__Betaproteobacteria;__Rhodocyclales

- Bacteria;__Proteobacteria;__Betaproteobacteria;__oca12

- Bacteria;__Proteobacteria;__Candidatus_Allobeggiatoa;__uncultured_bacterium

Burkholderiales

- Bacteria;__Proteobacteria;__Candidatus_Thiobios;__gamma_proteobacterium_ectosymbiont_of Zoothamnium_niveum

- Bacteria;__Proteobacteria;__Candidatus_Thiobios;__sulfur-oxidizing_bacterium_ODIII6

- Bacteria;__Proteobacteria;__Class_Incertae_Sedis;__Order_Incertae_Sedis

- Bacteria;__Proteobacteria;__Deltaproteobacteria;

- Bacteria;__Proteobacteria;__Deltaproteobacteria;

- Bacteria;__Proteobacteria;__Deltaproteobacteria;

- Bacteria;__Proteobacteria;__Deltaproteobacteria;
Bacteria;__Proteobacteria;__Deltaproteobacteria;

Bdellovibrionales
Desulfarculales
Desulfobacterales
Desulfovibrionales
Desulfuromonadales
GR-WP33-30
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B)
-Bacteria;_Proteobacteria;_DeItaproteobacteria; Sh765B-TzT-29
-Bacteria;_Proteobacteria;_DeItaproteobacteria; Sva0485
-Bacteria;_Proteobacteria;_DeItaproteobacteria; Syntrophobacterales
Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_alpha_proteobacterium

Bacteria;__Proteobacteria;__Deltaproteobacteria;

Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_bacterium

Bacteria;__Proteobacteria;__Epsilonproteobacteria;__BG.g7
CH8-1-BAC
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales

Bacteria;__Proteobacteria;__Epsilonproteobacteria;

Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Nautiliales
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__R103-B63
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__34P16

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Acidithiobacillales
Bacteria;__Proteobacteria;__Gammaproteobacteria;

- Bacteria;__Proteobacteria;__Gammaproteobacteria;

Aeromonadales

Alteromonadales

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38
Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__CS-B046

- Bacteria;__Proteobacteria;__Gammaproteobacteria;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;
-Bacteria;_Proteobacteria;_Gammaproteobacteria; Legionellales

Cardiobacteriales
Chromatiales
E01-9C-26_marine_group

Enterobacteriales
HOC36
KI89A_clade

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales
Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales
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Bacteria;__Proteobacteria;__Gammaproteobacteria;__Order_Incertae_Sedis
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__PYR10d3
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pasteurellales
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Salinisphaerales
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Sva0071
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__aaa34a10

Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__JTB23;__uncultured gamma_proteobacterium

-Bacteria;_Proteobacteria;_MiIano-WF1B-44: uncultured_bacterium
Bacteria;__Proteobacteria;__SC3-20;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Skagenf62: uncultured_bacterium

- Bacteria;__Proteobacteria;__TA18;__uncultured_bacterium

- Bacteria;__Proteobacteria;__TA18;__uncultured_delta_proteobacterium

- Bacteria;__Proteobacteria;__pltb-vmat-80;__uncultured_gamma_proteobacterium

- Bacteria;__RF3;__uncultured_bacterium;Other

-Bacteria;_Spirochaetes;_SpirochaetaIes; LH041

-Bacteria;_Spirochaetes;_Spirochaetales; Leptospiraceae

-Bacteria;_Spirochaetes;_SpirochaetaIes; Spirochaetaceae

-Bacteria;_Synergistetes;_Synergistia; Synergistales

- Bacteria;__TA06;__uncultured_bacterium;Other

- Bacteria;__TM6;__uncultured_bacterium;Other

- Bacteria;__TM6;__uncultured_candidate_division_TM6_bacterium;Other
Bacteria;__TM®6;__uncultured_gamma_proteobacterium;Other

Bacteria;__Tenericutes;__Mollicutes;__Entomoplasmatales
Bacteria;__Tenericutes;__Mollicutes;__Mycoplasmatales

- Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales;__Thermodesulfobacteriaceae

-Bacteria;_Verrucomicrobia;_Opitutae; MB11C04_marine_group
-Bacteria;_Verrucomicrobia;_Opitutae; Puniceicoccales
-Bacteria;_Verrucomicrobia;_Verrucomicrobiae; Verrucomicrobiales
Eukaryota;__Amoebozoa;__Conosa;__Dictyostelia
Eukaryota;__Amoebozoa;__Discosea;__Flabellinia
Eukaryota;__Amoebozoa;__Lobosa;__Tubulinea
Eukaryota;__Archaeplastida;__Chloroplastida;__Charophyta
-Eukaryota;_ArchaepIastida;_ChIoroplastida; Chlorophyta
Eukaryota;__Archaeplastida;__Rhodophyceae;__Florideophycidae
Eukaryota;_BCB5F14RM4E02;__uncultured_eukaryote;Other
-Eukaryota;_CentroheIida;_Acanthocystidae; Pterocystis
- Eukaryota;__Centrohelida;__CV1-B1-93;__uncultured_centroheliozoan
Eukaryota;__Centrohelida;__Heterophryidae;__uncultured_eukaryote
- Eukaryota;__Centrohelida;__uncultured_marine_eukaryote;Other
-Eukaryota;_Cryptophyceae;_Cryptomonadales; Rhodomonas

-Eukaryota;_Cryptophyceae;_Cryptomonadales; Teleaulax

- Eukaryota;__Cryptophyceae;__Goniomonas;__Goniomonas_sp._ATCC_50108
- Eukaryota;__DH147-EKD10;__uncultured_dinoflagellate;Other

- Eukaryota;__DH147-EKD10;__uncultured_eukaryote;Other
-Eukaryota;_Excavata;_Discoba; Discicristata
-Eukaryota;_lncertae_Sedis;_Ancyromonadida; Ancyromonas
-Eukaryota;_lncertae_Sedis;_Apusomonadidae; Amastigomonas
-Eukaryota;_lncertae_Sedis;_Breviatea; CCW35
-Eukaryota;_lncertae_Sedis;_TeIonema; uncultured_eukaryote
-Eukaryota;_lncertae_Sedis;_TeIonema: uncultured_marine_Telonemida

Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_marine_eukaryote

Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_syndiniales
Eukaryota;__Kathablepharidae;__Leucocryptos;__Leucocryptos_marina

- Eukaryota;__Opisthokonta;__Fungi;__Ascomycota

- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi

- Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada
Eukaryota;__Opisthokonta;__Holozoa;__Filasterea
Eukaryota;__Opisthokonta;__Metazoa;__Annelida
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda
Eukaryota;__Opisthokonta;__Metazoa;__ Brachiopoda

- Eukaryota;__Opisthokonta;__Metazoa;__Bryozoa
Eukaryota;__Opisthokonta;__Metazoa;__Carinina
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria

- Eukaryota;__Opisthokonta;__Metazoa;__Craniata

- Eukaryota;__Opisthokonta;__Metazoa;__Ctenophora
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0.0% [ 0.0% | 0.0%][ 0.0% | 0.0
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62.9%52.0%)[49.0%|54.5%][46.¢
0.0% 0.0% 0.0% 0.0% 0.0
0.0% [ 0.0% [ 0.0%][ 0.0% ][ 0.0
0.1% [ 0.0% [ 0.0%][ 0.0%][ 0.0
0.0% 0.0% | 0.0% 0.0% 0.0
0.1% [0.1%] 0.0% [ 0.0% [ 0.0
0.0% [ 0.0%] 0.0% [ 0.0% [ 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0%  0.0%  0.0% 0.0%] 0.0
0.1% [0.1%] 0.1% ] 0.0% | 0.1
0.0% 0.0% [0.0%] 0.0% ][ 0.0
0.0% [ 0.0%] 0.0% 0.0% 0.0
0.0% | 0.0%] 0.0% | 0.0%| 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% | 0.0% | 0.0% | 0.0%| 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0%) 0.0
0.0% 0.0% [0.0%] 0.0% 0.0
0.0% [ 0.0%] 0.0% | 0.0% 0.0
0.0% 0.0% | 0.0%] 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% [0.0%] 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0
0.0% 0.0% 0.0% 0.0% 0.0

Eukaryota;__Opisthokonta;__Metazoa;__Cycliophora
- Eukaryota;__Opisthokonta;__Metazoa;__Draculiciteria
- Eukaryota;__Opisthokonta;__Metazoa;__Echinodermata
- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha
- Eukaryota;__Opisthokonta;__Metazoa;__Micrognathozoa
- Eukaryota;__Opisthokonta;__Metazoa;__Mollusca
- Eukaryota;__Opisthokonta;__Metazoa;__Myxozoa
- Eukaryota;__Opisthokonta;__Metazoa;__Myzostomida
- Eukaryota;__Opisthokonta;__Metazoa;__ Nematoda
- Eukaryota;__Opisthokonta;__Metazoa;__Nematomorpha
- Eukaryota;__Opisthokonta;__Metazoa;__Nemertea
- Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes

Eukaryota;__Opisthokonta;__Metazoa;__Porifera

Eukaryota;__Opisthokonta;__Metazoa;__Priapulida
Eukaryota;__Opisthokonta;__Metazoa;__Rotifera

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada

- Eukaryota;__Opisthokonta;__Metazoa;__Urochordata

- Eukaryota;__Opisthokonta;__Metazoa;__uncultured

- Eukaryota;__Opisthokonta;__Metazoa;__uncultured_eukaryote
Eukaryota;__RT5iin25;__uncultured_Auriculariaceae;Other

Eukaryota;__RT5iin25;__uncultured_freshwater_eukaryote;Other

Eukaryota;__RT5iin25;__uncultured_labyrinthulid;Other
Eukaryota;__SAR;__Alveolata;__Apicomplexa

[ Eukaryota;__SAR;__Alveolata;__ Ciliophora
Eukaryota;__SAR;__Alveolata;__Dinoflagellata
Eukaryota;__SAR;__Alveolata;__Protalveolata

-Eukaryota;_SAR;_Rhizaria; Cercozoa

-Eukaryota;_SAR;_Rhizaria; Endomyxa
Eukaryota;__SAR;__Rhizaria;__Radiolaria

- Eukaryota;__SAR;__Stramenopiles;__Bicosoecida

- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae

- Eukaryota;__SAR;__Stramenopiles;__Diatomea

- Eukaryota;__SAR;__Stramenopiles;__Dictyochophyceae

- Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes

- Eukaryota;__SAR;__Stramenopiles;__MAST-12

- Eukaryota;__SAR;__Stramenopiles;__ MAST-3

- Eukaryota;__SAR;__Stramenopiles;__Pelagophyceae

- Eukaryota;__SAR;__Stramenopiles;__Peronosporomycetes

- Eukaryota;__SAR;__Stramenopiles;__Phaeophyceae

- Eukaryota;__SAR;__Stramenopiles;__Pinguiochrysidales

- Eukaryota;__SAR;__Stramenopiles;__Raphidophyceae
Eukaryota;__SAR;__Stramenopiles;__Synurales
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-Archaea;_Euryarchaeota;_Hanbacteria;_HanbacteriaIes; Deep_Sea_Euryarchaeotic_Group(DSEG) 0

-Archaea;_Euryarchaeota;_Hanbacteria;_HanbacteriaIes; Deep_Sea_Hydrothermal_Vent_Gp_6(DHVEG-6)
-Archaea;_Euryarchaeota;_Thermoplasmata;_Marine_Benthic_Group_E; uncultured_archaeon
- Bacteria;__Acidobacteria;__AT-s3-28;__uncultured_Acidobacteriaceae_bacterium;Other
-Bacteria;_Acidobacteria;_Acidobacteriales;_Acidobacteriaceae; uncultured
Bacteria;__Acidobacteria;__BPC102;__uncultured_bacterium;Other
Bacteria;__Acidobacteria;__Candidatus_Chloracidobacterium;__uncultured_bacterium;Other
Bacteria;__Acidobacteria;__DA023;__uncultured_Acidobacteria_bacterium;Other
- Bacteria;__Acidobacteria;__Holophagae;__32-20;__uncultured_bacterium
-Bacteria;_Acidobacteria;_HoIophagae;_Acanthopleuribacterales; Acanthopleuribacteraceae
- Bacteria;__Acidobacteria;__Holophagae;__CA002;__uncultured_bacterium
-Bacteria;_Acidobacteria;_HoIophagae;_Holophagales; Holophagaceae
Bacteria;__Acidobacteria;__Holophagae;__iii1-8;__uncultured_bacterium

Bacteria;__Acidobacteria;__RB25;__uncultured_Holophaga_sp.;Other
Bacteria;__Acidobacteria;__RB41;__uncultured_Acidobacteria_bacterium;Other
Bacteria;__Actinobacteria;__Acidimicrobiia;__Acidimicrobiales;__OCS155_marine_group
- Bacteria;__Actinobacteria;__Acidimicrobiia;__Acidimicrobiales;__uncultured
Bacteria;__Actinobacteria;__Corynebacteriales;__uncultured;__uncultured_Mycobacterium_sp.

Bacteria;__Actinobacteria;__Micrococcales;__Intrasporangiaceae;__Tetrasphaera
-Bacteria;_Actinobacteria;_Micrococcales;_Micrococcaceae; Arthrobacter
-Bacteria;_Actinobacteria;_Micromonosporales;_Micromonosporaceae; Micromonospora

Bacteria;__Actinobacteria;__Propionibacteriales;__Nocardioidaceae;__Nocardioides
-Bacteria;_Actinobacteria;_Thermoleophilia;_Solirubrobacterales; 480-2
- Bacteria;__Armatimonadetes;__uncultured_bacterium;Other;Other
- Bacteria;__BD1-5;__GN02;__GN02_bacterium_canine_oral_taxon_323;0ther
- Bacteria;__BD1-5;__marine_metagenome;Other;Other
- Bacteria;__BD1-5;__uncultured_bacterium;Other;Other
- Bacteria;__BD1-5;__uncultured_candidate_division_OP11_bacterium;Other;Other
- Bacteria;__BD1-5;__uncultured_candidate_division_TM7_bacterium;Other;Other
- Bacteria;__BD1-5;__uncultured_epsilon_proteobacterium;Other;Other
- Bacteria;__BD1-5;__uncultured_marine_bacterium;Other;Other
- Bacteria;__BD1-5;__unidentified_proteobacterium;Other;Other
- Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Cytophaga_Sva1038;0ther
- Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Cytophaga_sp.;Other

Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Cytophagales_bacterium;Other

Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Sphingobacterium_sp.;Other
Bacteria;__Bacteroidetes;_ _BD2-2;__uncultured_bacterium;Other
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- Bacteria;__Bacteroidetes;__BD2-2;__uncultured_sediment_bacterium;Other

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Bacteroidaceae

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__ML635J-40_aquatic_group

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae
Bacteria;__Bacteroidetes;__ Bacteroidia;__Bacteroidales;__ Porphyromonadaceae

Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Prevotellaceae
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__RF16
Bacteria;__Bacteroidetes;__ Bacteroidia;__Bacteroidales;__Rikenellaceae
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rs-E47_termite_group
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__ratAN060301C

Bacteria;__Bacteroidetes;__Class_Incertae_Sedis;__Order_Incertae_Sedis;__Family Incertae_Sedis
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes; Cytophagaceae
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes; Flammeovirgaceae

Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__uncultured_bacterium
- Bacteria;__Bacteroidetes;__Cytophagia;__Order_lll_Incertae_Sedis;__Family Incertae_Sedis
-Bacteria;_Bacteroidetes;_Cytophagia;_Order_III_Incertae_Sedis; uncultured
-Bacteria;_Bacteroidetes;_FIavobacteria;_FIavobacteriaIes; Cryomorphaceae
-Bacteria;_Bacteroidetes;_FIavobacteria;_FIavobacteriaIes; Flavobacteriaceae
-Bacteria;_Bacteroidetes;_FIavobacteria;_FIavobacteriaIes; NS9_marine_group
-Bacteria;_Bacteroidetes;_SB-1;_Bacteroidetes; Bacteroidetes_bacterium_enrichment_culture_clone_DT-1962
- Bacteria;__Bacteroidetes;__SB-1;__uncultured_Bacteroidetes_bacterium;Other
- Bacteria;__Bacteroidetes;__SB-1;__uncultured_alpha_proteobacterium;Other
- Bacteria;__Bacteroidetes;__SB-1;__uncultured_bacterium;Other
- Bacteria;__Bacteroidetes;__SB-5;__uncultured_Bacteroidetes_bacterium;Other
- Bacteria;__Bacteroidetes;_SB-5;__uncultured_soil_bacterium;Other
-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales; Chitinophagaceae

Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__E6aC02
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__KD1-131
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__NS11-12_marine_group

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__ST-12K33

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__Saprospiraceae

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__Sphingobacteriaceae

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__WCHB1-69
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__env.OPS_17
Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Bacteroidetes_bacterium;Other
Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Cytophagales_bacterium;Other
Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_bacterium;Other

- Bacteria;__Bacteroidetes;_ VC2.1_Bac22;__uncultured_sediment_bacterium;Other
Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_soil_bacterium;Other

Bacteria;__Bacteroidetes;_ WCHB1-32;__uncultured_bacterium;Other
- Bacteria;__Bacteroidetes;__vadinHA17;__uncultured_bacterium;Other
- Bacteria;__Candidate_division_BRC1;__uncultured_bacterium;Other;Other
Bacteria;__Candidate_division_KB1;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_OD1;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_OP11;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_OP11;__uncultured_soil_bacterium;Other;Other
- Bacteria;__Candidate_division_OP3;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_OP3;__uncultured_candidate_division_OP3_bacterium;Other;Other
- Bacteria;__Candidate_division_TM7;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_TM7;__uncultured_candidate_division_TM7_bacterium;Other;Other
- Bacteria;__Candidate_division_TM7;__uncultured_soil_bacterium;Other;Other
- Bacteria;__Candidate_division_WS3;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_WS6;__uncultured_bacterium;Other;Other
- Bacteria;__Candidate_division_WS6;__uncultured_candidate_division_WS6_bacterium;Other;Other
-Bacteria;_ChIamydiae;_Chlamydiales;_ParachIamydiaceae; Neochlamydia

Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__Candidatus_Fritschea
Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__Candidatus_Rhabdochlamydia
Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__uncultured

-Bacteria;_ChIorobi;_ChIorobia;_ChIorobiaIes; Chlorobiaceae

I B:cteria;__Chlorobi;__Chlorobia;__Chlorobiales;__OPB56

- Bacteria;__Chlorobi;__lgnavibacteria;__Ignavibacteriales;__lheB3-7

- Bacteria;__Chloroflexi;__Anaerolineae;__Anaerolineales;__Anaerolineaceae
Bacteria;__Chloroflexi;__Caldilineae;__Caldilineales;__Caldilineaceae
Bacteria;__Cyanobacteria;__4C0d-2;__uncultured_bacterium;Other

Bacteria;__Cyanobacteria;__Chloroplast;__Euglena;__Euglena_longa
Bacteria;__Cyanobacteria;__Chloroplast;__Euglena;__Euglena_viridis

- Bacteria;__Cyanobacteria;__Chloroplast;__Phaseolus;__Phaseolus_acutifolius_(tepary bean)
Bacteria;__Cyanobacteria;__Chloroplast;__Solanum;__Solanum_lycopersicum
Bacteria;__Cyanobacteria;__Chloroplast;__Trachelomonas;__Trachelomonas_abrupta

- Bacteria;__Cyanobacteria;__Chloroplast;__Trachelomonas;__Trachelomonas_volvocinopsis
- Bacteria;__Cyanobacteria;__Chloroplast;__uncultured_bacterium;Other
Bacteria;__Cyanobacteria;__ MLE1-12;__uncultured_bacterium;Other
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-Bacteria;_Cyanobacteria;_Subsectionll;_FaminlI; Chroococcidiopsis
- Bacteria;__Deferribacteres;__Deferribacterales;__Deferribacteraceae;__uncultured
- Bacteria;__Deferribacteres;__Deferribacterales;_ Family_Incertae_Sedis;__Caldithrix

- Bacteria;__Deferribacteres;__Deferribacterales;_ SAR406_clade(Marine_group_A);__uncultured_bacterium

-Bacteria;_Deferribacteres;_DeferribacteraIes;_SAR406_cIade(Marine_group_A); uncultured_marine_bacterium

-Bacteria;_Deinococcus-Thermus;_Deinococci;_Deinococcales; Trueperaceae
-Bacteria;_Deinococcus-Thermus;_Deinococci;_Thermales; Thermaceae
- Bacteria;__Elusimicrobia;__Rs-M47;__uncultured_bacterium;Other
-Bacteria;_Fibrobacteres;_Fibrobacteria;_P.paIm_C70; uncultured_Desulfobulbus_sp.
-Bacteria;_Fibrobacteres;_Fibrobacteria;_P.paIm_C70; uncultured_bacterium
-Bacteria;_Fibrobacteres;_Fibrobacteria;_R76-B150; uncultured_bacterium
-Bacteria;_Firmicutes;_BaciIli;_Bacillales; Bacillaceae
Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Paenibacillaceae

Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Planococcaceae

Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Sporolactobacillaceae
-Bacteria;_Firmicutes;_BaciIli;_Bacillales: Thermoactinomycetaceae
- Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Lactobacillaceae
- Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Leuconostocaceae
- Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__PeH08

Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Streptococcaceae

Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Christensenellaceae
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Clostridiaceae
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Eubacteriaceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family_Incertae_Sedis
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family Xlll_Incertae_Sedis
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family_Xll_Incertae_Sedis

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family Xl Incertae Sedis

N Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__GoM-GC232-4463-Bac1
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__JTB215

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Lachnospiraceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__OPB54

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptococcaceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptostreptococcaceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Ruminococcaceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Syntrophomonadaceae

- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Veillonellaceae

-Bacteria;_Firmicutes;_Clostridia;_Thermoanaerobacterales; Thermoanaerobacteraceae

-Bacteria;_Firmicutes;_ErysipeIotrichi;_ErysipeIotrichales; Erysipelotrichaceae

- Bacteria;__Fusobacteria;__BS1-0-74;__uncultured_bacterium;Other

-Bacteria;_Fusobacteria;_Fusobacteriales;_Fusobacteriaceae; Propionigenium

-Bacteria;_Fusobacteria;_Fusobacteriales;_Fusobacteriaceae; Psychrilyobacter
Bacteria;__Fusobacteria;__Fusobacteriales;__Hados.Sed.Eubac.3;__uncultured_bacterium

Bacteria;__Fusobacteria;__Fusobacteriales;__Leptotrichiaceae;__uncultured
Bacteria;__Fusobacteria;__Fusobacteriales;__boneC3G7;__uncultured_bacterium

- Bacteria;__Fusobacteria;__MSBL6;__uncultured_bacterium;Other

- Bacteria;__Fusobacteria;__SHA-35;__uncultured_bacterium;Other

-Bacteria;_Lentisphaerae;_Lentisphaeria;_Lentisphaerales; Lentisphaeraceae

- Bacteria;__Lentisphaerae;__Lentisphaeria;__PBS-IlI-20;__uncultured_bacterium
Bacteria;__Lentisphaerae;__Lentisphaeria;__PBS-Ill-20;__uncultured_verrucomicrobium_DEV045

Bacteria;__Lentisphaerae;__Lentisphaeria;__R76-B128;__uncultured_Verrucomicrobia_bacterium

Bacteria;__Lentisphaerae;__Lentisphaeria;__R76-B128;__uncultured_bacterium

Bacteria;__Lentisphaerae;__Lentisphaeria;__Victivallales;__Victivallaceae
- Bacteria;__NPL-UPA2;__uncultured_bacterium;Other;Other
Bacteria;__NPL-UPA2;__uncultured_organism;Other;Other

Bacteria;__Nitrospirae;__Nitrospira;__Nitrospirales;__Nitrospiraceae
- Bacteria;__Planctomycetes;_ BD7-11;__uncultured_planctomycete;Other
- Bacteria;__Planctomycetes;_ OM190;__uncultured_Planctomycetales_bacterium;Other
Bacteria;__Planctomycetes;_ OM190;__uncultured_bacterium;Other
- Bacteria;__Planctomycetes;__OM190;__uncultured_deep-sea_bacterium;Other
- Bacteria;__Planctomycetes;__OM190;__uncultured_planctomycete;Other
- Bacteria;__Planctomycetes;__OM190;__unidentified_planctomycete;Other
-Bacteria;_PIanctomycetes;_Phycisphaerae;_Phycisphaerales; Phycisphaeraceae
-Bacteria;_PIanctomycetes;_PIanctomycetacia;_PIanctomycetaIes; Planctomycetaceae
- Bacteria;__Proteobacteria;__ ARKICE-90;__uncultured_Colwellia_sp.;Other
- Bacteria;__Proteobacteria;__ ARKICE-90;__uncultured_bacterium;Other
- Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_gamma_proteobacterium;Other
- Bacteria;__Proteobacteria;__ ARKICE-90;__uncultured_organism;Other
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Adriatic90;__uncultured_alpha_proteobacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Caulobacteraceae
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Hyphomonadaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__DB1-14;__uncultured_alpha_proteobacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__DB1-14;__uncultured_bacterium
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Bacteria;__Proteobacteria;__Alphaproteobacteria;__MNG3;__uncultured_alpha_proteobacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__0CS116_clade;__uncultured_alpha_proteobacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__0CS116_clade;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Brucellaceae
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Candidatus_Liberibacter

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Hyphomicrobiaceae

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;_ MNG7
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Methylobacteriaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Phyllobacteriaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Rhizobiaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Rhodobiaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__uncultured_bacterium

-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodobacterales; Rhodobacteraceae

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__1-10
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Anaplasmataceae

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Captivus
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Cyrtobacter

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Hepatincola

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Odyssella

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Ho(lab)

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Holosporaceae

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;_ LWSR-14

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Rickettsiaceae

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;_ SAR116_clade

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__SM2D12

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria
Bacteria;__Proteobacteria;__Alphaproteobacteria;__SAR11_clade;__Surface_1
Bacteria;__Proteobacteria;__Alphaproteobacteria;__SAR11_clade;__uncultured_bacterium
Bacteria;__Proteobacteria;__Alphaproteobacteria;__SB1-18;__alpha_proteobacterium_enrichment_culture_clone_DH-1602

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__SB1-18;__carbazole-degrading_bacterium_OC11S

-Bacteria;_Proteobacteria;_Alphaproteobacteria;_SB1-18; uncultured_bacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sneathiellales;__Sneathiellaceae

-Bacteria;_Proteobacteria;_Alphaproteobacteria;_SphingomonadaIes; Erythrobacteraceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__Family Incertae_Sedis

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__GOBB3-C201
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;_ ORCA-3N101
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__Sphingomonadaceae
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__uncultured_bacterium

Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Alcaligenaceae
Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Burkholderiaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_BurkhoIderiaIes; Comamonadaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_BurkhoIderiaIes; Oxalobacteraceae
Bacteria;__Proteobacteria;__Betaproteobacteria;__Hot_Creek_32;__uncultured_bacterium
-Bacteria;_Proteobacteria;_Betaproteobacteria;_HydrogenophiIaIes; Hydrogenophilaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_Methylophilales; Methylophilaceae
Bacteria;__Proteobacteria;__Betaproteobacteria;__Neisseriales;__Neisseriaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_Nitrosomonadales; Gallionellaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_Nitrosomonadales; Nitrosomonadaceae
-Bacteria;_Proteobacteria;_Betaproteobacteria;_RhodocycIaIes; Rhodocyclaceae
- Bacteria;__Proteobacteria;__Betaproteobacteria;__oca12;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Candidatus_Allobeggiatoa;__uncultured_bacterium;Other
- Bacteria;__Proteobacteria;__Candidatus_Thiobios;__gamma_proteobacterium_ectosymbiont_of_Zoothamnium_niveum;Other
- Bacteria;__Proteobacteria;__Candidatus_Thiobios;__sulfur-oxidizing_bacterium_ODIII6;0ther
- Bacteria;__Proteobacteria;__Class_Incertae_Sedis;__Order_Incertae_Sedis;__Family Incertae_Sedis

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Bdellovibrionales;__Bacteriovoracaceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Bdellovibrionales;__Bdellovibrionaceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfarculales;__Desulfarculaceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobacteraceae

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Nitrospinaceae

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfovibrionales;__Desulfovibrionaceae

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__008E09-B-D-P15
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__GR-WP33-58
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__Geobacteraceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__ GR-WP33-30;__uncultured_bacterium

Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__0319-6G20
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Cystobacterineae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Nannocystineae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Sorangiineae
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__marine_metagenome
-Bacteria;_Proteobacteria;_DeItaproteobacteria;_SAR324_cIade(Marine_group_B): uncultured_bacterium
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Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_deep-sea_bacterium

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_delta_proteobacterium

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Deltaproteobacteria;__Sh765B-TzT-29;__uncultured_bacterium
I Bacteria;__Proteobacteria;__Deltaproteobacteria;__Sh765B-TzT-29;__unidentified_bacterium_wb1_A15
-Bacteria;_Proteobacteria;_DeItaproteobacteria;_SvaO485: uncultured_bacterium
-Bacteria;_Proteobacteria;_DeItaproteobacteria;_SyntrophobacteraIes; Syntrophaceae
- Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_alpha_proteobacterium;Other
- Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_bacterium;Other
-Bacteria;_Proteobacteria;_EpsiIonproteobacteria;_BG.g7; uncultured_bacterium
- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__CH8-1-BAC;__uncultured_bacterium
-Bacteria;_Proteobacteria;_EpsiIonproteobacteria;_CamponbacteraIes; Campylobacteraceae

-Bacteria;_Proteobacteria;_EpsiIonproteobacteria;_CamponbacteraIes; Helicobacteraceae
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Nautiliales;__Nautiliaceae
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__R103-B63;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__34P16;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_34P16: uncultured_marine_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Acidithiobacillales;__KCM-B-112
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Aeromonadales;__Aeromonadaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Colwelliaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Ferrimonadaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__ldiomarinaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Moritellaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__NB-1d
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Pseudoalteromonadaceae

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Psychromonadaceae

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadaIes; Shewanellaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__Oryza
Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__Vibrio

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__uncultured bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_marine_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_BD7-B_marine_group; uncultured_sediment_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_CS-BO46: uncultured_bacterium
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_CardiobacteriaIes; Cardiobacteriaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Chromatiaceae
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Granulosicoccaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__E01-9C-26_marine_group;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae

Bacteria;__Proteobacteria;__Gammaproteobacteria;__HOC36;__uncultured_proteobacterium_HOC3

Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A clade;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A clade;__uncultured_deep-sea_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A clade;__uncultured_gamma_proteobacterium
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_LegioneIIaIes; Coxiellaceae
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_LegioneIIaIes; Legionellaceae
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__CABC2E06

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Crenotrichaceae

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__ET-SHO

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__|lheB2-23

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__pltb-vmat-59

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__uncultured_Methylomicrobium_sp.

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_deep-sea_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_marine_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;

Alcanivoracaceae
B78-89

Candidatus_Vesicomyosocius

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;

E12-CR02-full
G02-CR02-full
Hahellaceae
Halomonadaceae
J8P41000-1F04

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__JL-ETNP-Y6
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Litoricolaceae
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;_ MBAE14

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ME2
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Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ML617.5J-3
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Nit5Au0613-695

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ OM182_clade

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ORI-860-26

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oleiphilaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SAR86_clade
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SGPZ551
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SS1-B-06-26
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Saccharospirillaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__V1F82b
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZA2525c

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__calyptogena
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Order_Incertae_Sedis;__Family Incertae_Sedis

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__PYR10d3;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_PasteureIIaIes; Pasteurellaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Moraxellaceae
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_PseudomonadaIes; Pseudomonadaceae
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_SaIinisphaeraIes; Salinisphaeraceae
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_SvaOO71: uncultured_Thioalkalivibrio_sp.
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Sva0071;__uncultured_bacterium
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes; 1G93
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes; CHAB-XI-27
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes; EV818SWSAP88
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Family Incertae_Sedis

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Francisellaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Thiotrichaceae
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_XanthomonadaIes; Sinobacteraceae

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_XanthomonadaIes; Xanthomonadaceae

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__aaa34a10;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_gamma_proteobacterium;Other
Bacteria;__Proteobacteria;__JTB23;__uncultured_gamma_proteobacterium;Other
Bacteria;__Proteobacteria;__Milano-WF1B-44;__uncultured_bacterium;Other

Bacteria;__Proteobacteria;__SC3-20;__uncultured_gamma_proteobacterium;Other
Bacteria;__Proteobacteria;__Skagenf62;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__TA18;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__TA18;__uncultured_delta_proteobacterium;Other
- Bacteria;__Proteobacteria;__pltb-vmat-80;__uncultured_gamma_proteobacterium;Other
- Bacteria;__RF3;__uncultured_bacterium;Other;Other
Bacteria;__Spirochaetes;__Spirochaetales;__LH041;__uncultured_bacterium

-Bacteria;_Spirochaetes;_SpirochaetaIes;_Leptospiraceae; uncultured

-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae; Borrelia
Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta

-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae; Treponema

-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae; uncultured

-Bacteria;_Synergistetes;_Synergistia;_SynergistaIes; Synergistaceae

- Bacteria;__TA06;__uncultured_bacterium;Other;Other

- Bacteria;__TM6;__uncultured_bacterium;Other;Other

- Bacteria;__TM6;__uncultured_candidate_division_TM6_bacterium;Other;Other

- Bacteria;__TM6;__uncultured_gamma_proteobacterium;Other;Other

- Bacteria;__Tenericutes;__Mollicutes;__Entomoplasmatales;__Candidatus_Hepatoplasma

-Bacteria;_Tenericutes;_MoIIicutes;_Mycoplasmatales; Mycoplasmataceae
Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales;__Thermodesulfobacteriaceae;__Thermodesulfatator

Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales;__Thermodesulfobacteriaceae;__uncultured_Thermodesulfobacteriaceae_bacterium

Bacteria;__Verrucomicrobia;__Opitutae;__MB11C04_marine_group;__uncultured_Verrucomicrobia_bacterium

-Bacteria;_Verrucomicrobia;_Opitutae;_Puniceicoccales; Puniceicoccaceae
-Bacteria;_Verrucomicrobia;_Verrucomicrobiae;_Verrucomicrobiales; Rubritaleaceae
-Bacteria;_Verrucomicrobia;_Verrucomicrobiae;_Verrucomicrobiales; Verrucomicrobiaceae
- Eukaryota;__Amoebozoa;__Conosa;__Dictyostelia;__Polysphondylium
Eukaryota;__Amoebozoa;__Discosea;__Flabellinia;__Dactylopodida
Eukaryota;__Amoebozoa;__Discosea;__Flabellinia;__Parvamoeba
Eukaryota;__Amoebozoa;__Discosea;__Flabellinia;__Vannellida
Eukaryota;__Amoebozoa;__Lobosa;__Tubulinea;__Euamoebida
Eukaryota;__Archaeplastida;__Chloroplastida;__Charophyta;_Phragmoplastophyta

Eukaryota;__Archaeplastida;__Chloroplastida;__Chlorophyta;__Chlorophyceae
Eukaryota;__Archaeplastida;__Chloroplastida;__Chlorophyta;_ Mamiellophyceae
- Eukaryota;__Archaeplastida;__Chloroplastida;__Chlorophyta;__Ulvophyceae
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-Eukaryota;_ArchaepIastida;_Rhodophyceae;_FIorideophycidae; Ahnfeltiophycidae
Eukaryota;__Archaeplastida;__Rhodophyceae;__Florideophycidae;__Nemaliophycidae

I Eukaryota;__BCB5F14RM4E02;__uncultured_eukaryote;Other;Other

-Eukaryota;_CentroheIida;_Acanthocystidae;_Pterocystis; Centroheliozoa

- Eukaryota;__Centrohelida;__CV1-B1-93;__uncultured_centroheliozoan;Other

- Eukaryota;__Centrohelida;__Heterophryidae;__uncultured_eukaryote;Other

- Eukaryota;__Centrohelida;__uncultured_marine_eukaryote;Other;Other

- Eukaryota;__Cryptophyceae;__Cryptomonadales;__Rhodomonas;__Rhodomonas_lens

- Eukaryota;__Cryptophyceae;__Cryptomonadales;__Teleaulax;__uncultured_marine_eukaryote

- Eukaryota;__Cryptophyceae;__Goniomonas;__Goniomonas_sp._ATCC_50108;0ther

- Eukaryota;__DH147-EKD10;__uncultured_dinoflagellate ;Other;Other

- Eukaryota;__DH147-EKD10;__uncultured_eukaryote;Other;Other

-Eukaryota;_Excavata;_Discoba;_Discicristata; Euglenozoa

- Eukaryota;__Incertae_Sedis;__Ancyromonadida;__Ancyromonas;__Ancyromonas_micra

Eukaryota;__Incertae_Sedis;__Ancyromonadida;__Ancyromonas;__uncultured_marine_eukaryote

Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_debruynei
Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_mutabilis

- Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_sp._SR1_9H_Thailand

-Eukaryota;_lncertae_Sedis;_Apusomonadidae;_Amastigomonas; uncultured_eukaryote
- Eukaryota;__Incertae_Sedis;__Breviatea;_ CCW35;__uncultured_eukaryote
- Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_eukaryote;Other

Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_marine_Telonemida;Other

Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_marine_eukaryote;Other
Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_syndiniales;Other
Eukaryota;__Kathablepharidae;__Leucocryptos;__Leucocryptos_marina;Other

- Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Saccharomycotina
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Taphrinomycotina

- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Chytridiomycota

- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Mucoromycotina
Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota;__Agaricomycotina

-Eukaryota;_Opisthokonta;_Fungi;_Basidiomycota; Pucciniomycotina

-Eukaryota;_Opisthokonta;_Holozoa;_Choanomonada; Acanthoecida

-Eukaryota;_Opisthokonta;_Holozoa;_Choanomonada; Craspedida

- Eukaryota;__Opisthokonta;__Holozoa;__Filasterea;__Ministeria

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Chaetopteridae

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Eunicidae

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Opheliidae

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Protodrilidae

- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Siboglinidae

-Eukaryota;_Opisthokonta;_Metazoa;_Arthropoda; Chelicerata

-Eukaryota;_Opisthokonta;_Metazoa;_Arthropoda; Crustacea
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Derocheilocaris
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Hexapoda
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Myriapoda

- Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Bryozoa;__Family_Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Carinina;__Carinina_ochracea

- Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Anthozoa
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Hydrozoa
Eukaryota;__Opisthokonta;__Metazoa;__Craniata;__Mammalia
Eukaryota;__Opisthokonta;__Metazoa;__Craniata;__Teleostei
Eukaryota;__Opisthokonta;__Metazoa;__Ctenophora;__Family Incertae_Sedis

-Eukaryota;_Opisthokonta;_Metazoa;_CycIiophora; Symbiidae
Eukaryota;__Opisthokonta;__Metazoa;__Draculiciteria;__Draculiciteria_sp._JP-2011

Eukaryota;__Opisthokonta;__Metazoa;__Echinodermata;__Family Incertae_Sedis
- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Barentsiidae
- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Loxosomatidae
Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Pedicellinidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Chaetonotidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Crasiella
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Lepidodasyidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Macrodasyidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Megadasys
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Neodasyidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Paraturbanella
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae
- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Turbanellidae
-Eukaryota;_Opisthokonta;_Metazoa;_Micrognathozoa; Limnognathiidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca; Aplacophora
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca; Bivalvia
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Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Monoplacophora
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Polyplacophora

- Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Scaphopoda

- Eukaryota;__Opisthokonta;__Metazoa;__Myxozoa;__Myxosporea

- Eukaryota;__Opisthokonta;__Metazoa;__Myzostomida;__Family_Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea
Eukaryota;__Opisthokonta;__Metazoa;__Nematomorpha;__Chordodidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematomorpha;__Gordiidae
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Family Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Tubulanidae
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Tubuliporidae
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Cestoda

-Eukaryota;_Opisthokonta;_Metazoa;_PIatyheIminthes; Trematoda

-Eukaryota;_Opisthokonta;_Metazoa;_PIatyheIminthes; Turbellaria
Eukaryota;__Opisthokonta;__Metazoa;__Porifera;__Demospongiae

- Eukaryota;__Opisthokonta;__Metazoa;__Priapulida;__Priapulidae

- Eukaryota;__Opisthokonta;__Metazoa;__Rotifera;_ Family Incertae_Sedis

- Eukaryota;__Opisthokonta;__Metazoa;__Rotifera;__Philodinidae

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Echiniscidae

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Eohypsibiidae

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Florarctus

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Macrobiotidae

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Milnesiidae

-Eukaryota;_Opisthokonta;_Metazoa;_Urochordata; Ascidiacea

- Eukaryota;__Opisthokonta;__Metazoa;__uncultured;__uncultured_Glenodinium

- Eukaryota;__Opisthokonta;__Metazoa;__uncultured_eukaryote;Other
Eukaryota;__RT5iin25;__uncultured_Auriculariaceae;Other;Other

Eukaryota;__RT5iin25;__uncultured_freshwater_eukaryote;Other;Other
Eukaryota;__RT5iin25;__uncultured_labyrinthulid;Other;Other

- Eukaryota;__SAR;__Alveolata;__Apicomplexa;__Aconoidasida

- Eukaryota;__SAR;__Alveolata;__Apicomplexa;__Conoidasida

- Eukaryota;__SAR;__Alveolata;__Apicomplexa;__Novel Apicomplexa_ Class_2

- Eukaryota;__SAR;__Alveolata;__Ciliophora;__Intramacronucleata
Eukaryota;__SAR;__Alveolata;__Dinoflagellata;__Dinophyceae

Eukaryota;__SAR;__Alveolata;__Protalveolata;__Syndiniales
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__7-2.3
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Cercomonadidae

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Endomyxa
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Glissomonadida
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Granofilosea

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Incertae_Sedis

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Metromonadea
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Novel_Clade_2

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Novel_Clade_Gran-3

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__PP1-8

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__uncultured

- Eukaryota;__SAR;__Rhizaria;__Endomyxa;__Ascetosporea

- Eukaryota;__SAR;__Rhizaria;__Radiolaria;__Acantharia

- Eukaryota;__SAR;__Rhizaria;__Radiolaria;__Polycystinea

I Eukarvota;_SAR;_ Rhizaria;_Radiolaria;__RAD_B

-Eukaryota;_SAR;_Stramenopiles;_Bicosoecida; Bicosoecidae

-Eukaryota;_SAR;_Stramenopiles;_Bicosoecida; Cafeteriidae

-Eukaryota;_SAR;_Stramenopiles;_Bicosoecida; Siluaniidae
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__A1
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__E222

-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae; LG01-09

-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae; Ochromonadales

-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae; P34.45

-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae; P34.48
Eukaryota;__SAR;__Stramenopiles;__Diatomea;__Bacillariophytina
Eukaryota;__SAR;__Stramenopiles;__Diatomea;__Coscinodiscophytina
Eukaryota;__SAR;__Stramenopiles;__Dictyochophyceae;__NIF-1D10

Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;_ D52
-Eukaryota;_SAR;_Stramenopiles;_Labyrinthulomycetes; Labyrinthula

Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;__Thraustochytriaceae

Eukaryota;__SAR;__Stramenopiles;__ MAST-12;__uncultured_stramenopile
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Eukaryota;__SAR;__Stramenopiles;__MAST-3;__eukaryote_marine_clone_ME1-18
-Eukaryota;_SAR;_Stramenopiles;_MAST-S; uncultured_eukaryote
Eukaryota;__SAR;__Stramenopiles;__MAST-3;__uncultured_marine_eukaryote
-Eukaryota;_SAR;_Stramenopiles;_PeIagophyceae; Pelagomonadales
-Eukaryota;_SAR;_Stramenopiles;_PeIagophyceae; Sarcinochrysidales
-Eukaryota;_SAR;_Stramenopiles;_Peronosporomycetes; Phytophthora
-Eukaryota;_SAR;_Stramenopiles;_Phaeophyceae; Ectocarpales
-Eukaryota;_SAR;_Stramenopiles;_PinguiochrysidaIes; Glossomastix
-Eukaryota;_SAR;_Stramenopiles;_Raphidophyceae; Chattonella
-Eukaryota;_SAR;_Stramenopiles;_Raphidophyceae; Heterosigma
-Eukaryota;_SAR;_Stramenopiles;_SynuraIes; Mallomonas

Taxonomy Summary. Current Level:

View Figure (.pdf) View Legend (.pdf)
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Legend Taxonomy
-Archaea;_Euryarchaeota;_Hanbacteria;_Hanbacteriales;_Deep_Sea_Euryarchaeotic_Group(DSEG); uncultured_archaeon

- Archaea;__Euryarchaeota;__Halobacteria;__Halobacteriales;__Deep_Sea_Hydrothermal_Vent_Gp_6(DHVEG-6);__Candidatus_Parvarchaeum
- Archaea;__Euryarchaeota;__Halobacteria;__Halobacteriales;__Deep_Sea_Hydrothermal_Vent_Gp_6(DHVEG-6);__uncultured_archaeon
- Archaea;__Euryarchaeota;__Halobacteria;__Halobacteriales;__Deep_Sea_Hydrothermal_Vent_Gp_6(DHVEG-6);__uncultured_crenarchaeote
- Archaea;__Euryarchaeota;__Halobacteria;__Halobacteriales;__Deep_Sea_Hydrothermal_Vent_Gp_6(DHVEG-6);__uncultured_euryarchaeote
uncultured_archaeon;Other

Archaea;__Euryarchaeota;__Thermoplasmata;__Marine_Benthic_Group_E;__
Bacteria;__Acidobacteria;__AT-s3-28;__uncultured_Acidobacteriaceae_bacterium;Other;Other
Bacteria;__Acidobacteria;__Acidobacteriales;__Acidobacteriaceae;__uncultured;__uncultured_bacterium

- Bacteria;__Acidobacteria;__BPC102;__uncultured_bacterium;Other;Other

-Bacteria;_Arir' bacteria;__Candidatus_Chloracidobacterium;__uncultured_bacterium;Other;Other

- Bacteria;__Acidobacteria;__DA023;__uncultured_Acidobacteria_bacterium;Other;Other

- Bacteria;__Acidobacteria;__Holophagae;__32-20;__uncultured_bacterium;Other

-Bacteria;_Acidobacteria;_HoIophagae;_Acanthopleuribacterales;_AcanthopIeuribacteraceae; Acanthopleuribacter

- Bacteria;__Acidobacteria;__Holophagae;__CA002;__uncultured_bacterium;Other
Bacteria;__Acidobacteria;__Holophagae;__Holophagales;__Holophagaceae;__uncultured

- Bacteria;__Acidobacteria;__Holophagae;__ii

- Bacteria;__Acidobacteria;__RB25;__uncultured_Holophaga_sp.;Other;Other
Bacteria;__Acidobacteria;__RB41;
Bacteria;__Actinobacteria;__Acidimicrobiia;__Acidimicrobiales;__0OCS155_marine_group;__uncultured_bacterium

-Bacteria;_Actinobacteria;_Acidimicrobiia;_Acidimicrobiales;_uncultured; uncultured_actinobacterium

-Bacteria;_Actinobacteria;_Acidimicrobiia;_Acidimicrobiales;_uncultured; uncultured_bacterium

- Bacteria;__Actinobacteria;__Corynebacteriales;__uncultured;__uncultured_Mycobacterium_sp.;Other

-Bacteria;_Actinobacteria;_Micrococcales;_Intrasporangiaceae;_Tetrasphaera; uncultured_bacterium

8;__uncultured_bacterium;Other

uncultured_Acidobacteria_bacterium;Other;Other
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- Bacteria;__Actinobacteria;__Micrococcales;__Micrococcaceae;__Arthrobacter;__Arthrobacter_flavus
Bacteria;__Actinobacteria;__Micromonosporales;__Micromonosporaceae;__Micromonospora;__Micromonospora_saelicesensis
- Bacteria;__Actinobacteria;__Propionibacteriales;__Nocardioidaceae;__Nocardioides;__Nocardioides_sp. 35/18

-Bacteria;_Actinobacteria;_Propionibacteriales;_Nocardioidaceae;_Nocardioides; bacterium_8RO2
-Bacteria;_Actinobacteria;_Propionibacteriales;_Nocardioidaceae;_Nocardioides; bacterium_EIlin5133

-Bacteria;_Actinobacteria;_Propionibacteriales;_Nocardioidaceae;_Nocardioides: uncultured_bacterium

- Bacteria;__Actinobacteria;__Thermoleophilia;__Solirubrobacterales;__480-2;__uncultured_Rubrobacteridae_bacterium

- Bacteria;__Actinobacteria;__Thermoleophilia;__Solirubrobacterales;__480-2;__uncultured_bacterium

- Bacteria;__Armatimonadetes;__uncultured_bacterium;Other;Other;Other

- Bacteria;__BD1-5;__GNO02;__GNO02_bacterium_canine_oral_taxon_323;0ther;Other

- Bacteria;__BD1-5;__marine_metagenome;Other;Other;Other
Bacteria;__BD1-5;__uncultured_bacterium;Other;Other;Other

Bacteria;__BD1-5;__uncultured_candidate_division_OP11_bacterium;Other;Other;Other
Bacteria;__BD1-5;__uncultured_candidate_division_TM7_bacterium;Other;Other;Other

- Bacteria;__BD1-5;__uncultured_epsilon_proteobacterium;Other;Other;Other

- Bacteria;__BD1-5;__uncultured_marine_bacterium;Other;Other;Other

- Bacteria;__BD1-5;__unidentified_proteobacterium;Other;Other;Other

- Bacteria;__Bacteroidetes;__BD2-2;__uncultured_Cytophaga_Sva1038;0ther;Other
Bacteria;__Bacteroidetes;_BD2-2;__uncultured_Cytophaga_sp.;Other;Other

Bacteria;__Bacteroidetes;_ BD2-2;__uncultured_Cytophagales_bacterium;Other;Other
Bacteria;__Bacteroidetes;_ BD2-2;__uncultured_Sphingobacterium_sp.;Other;Other
Bacteria;__Bacteroidetes;_BD2-2;__uncultured_bacterium;Other;Other

Bacteria;__Bacteroidetes;_ BD2-2;__uncultured_sediment_bacterium;Other;Other
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Bacteroidaceae;__Bacteroides

Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__ML635J-40_aquatic_group;__uncultured Bacteroidetes_bacterium

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__Alkaliflexus
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__Anaerophaga
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__Marinifilum
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__Marinilabilia
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__uncultured

Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Marinilabiaceae;__uncultured_Bacteroidetes_bacterium

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Candidatus_Symbiothrix

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Dysgonomonas
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Odoribacter
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Paludibacter
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Parabacteroides
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Porphyromonas
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Proteiniphilum
- Bacteria;__Bacteroidetes;__ Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__Tannerella
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Porphyromonadaceae;__uncultured
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Prevotellaceae;__Prevotella
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Prevotellaceae;__uncultured

Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__RF16;__uncultured_bacterium

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rikenellaceae;__Alistipes
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rikenellaceae;__Rs-D38_termite_group
- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rikenellaceae;__SP3-e08

- Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rikenellaceae;__vadinBC27_ wastewater-sludge_group
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__Rs-E47_termite_group;__uncultured_Bacteroidetes_bacterium
Bacteria;__Bacteroidetes;__Bacteroidia;__Bacteroidales;__ratAN060301C;__uncultured Bacteroidetes bacterium

Bacteria;__Bacteroidetes;__Class_Incertae_Sedis;__Order_Incertae_Sedis;__Family_Incertae_Sedis;
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Cytophagaceae;__Fibrella
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Cytophagaceae;__Flexibacter
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Cytophagaceae;__Hymenobacter
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Cytophagaceae;__Leadbetterella
-Bacteria;_Bacteroidetes;_Cytophagia;_Cytophagales;_Cytophagaceae; Meniscus
-Bacteria;_Bacteroidetes;_Cytophagia;_Cytophagales;_Cytophagaceae; Pontibacter
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Cytophagaceae;__Sporocytophaga
-Bacteria;_Bacteroidetes;_Cytophagia;_Cytophagales;_Cytophagaceae; uncultured
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Ekhidna
Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__Flammeovirgaceae;__Fabibacter
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Fulvivirga
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Marinoscillum
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Perexilibacter
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Persicobacter
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; Reichenbachiella
-Bacteria;_Bacteroidetes;_Cytophagia;_CytophagaIes;_FIammeovirgaceae; uncultured
- Bacteria;__Bacteroidetes;__Cytophagia;__Cytophagales;__uncultured_bacterium;Other

-Bacteria;_Bacteroidetes;_Cytophagia;_Order_III_Incertae_Sedis;_Famin_Incertae_Sedis; Balneola

-Bacteria;_Bacteroidetes;_Cytophagia;_Order_III_Incertae_Sedis;_Famin_Incertae_Sedis; Gracilimonas
Bacteria;__Bacteroidetes;__Cytophagia;__Order_lll_Incertae_Sedis;__uncultured;__uncultured_bacterium
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Brumimicrobium

Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Crocinitomix
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- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Cryomorpha

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Fluviicola

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Lishizhenia
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__NS10_marine_group

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;_ NS7_marine_group
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Owenweeksia
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__Wandonia
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__uncultured
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Cryomorphaceae;__uncultured_bacterium

Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Actibacter
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Algibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Aquimarina

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Arenibacter
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Bergeyella

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Bizionia

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Cellulophaga
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Flavobacteriaceae_bacterium_'BSD_RB_42'

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Flavobacteriaceae_bacterium_CNU041

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Flavobacterium

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Formosa

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Gaetbulibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Gilvibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Kordia

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Kriegella

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Lacinutrix

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Lutibacter
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Lutimonas
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Maribacter
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Maritimimonas

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Marixanthomonas

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Mesoflavibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Mesonia

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Muricauda
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Myroides
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;_ NS3a_marine_group

Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__NS4_marine_group
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;_ NS5 _marine_group
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Olleya
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Pibocella
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Polaribacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;_ Psychroserpens

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Salinimicrobium
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Subsaxibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Sufflavibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Tamlana
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Tenacibaculum

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Ulvibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Weeksella

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Winogradskyella

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__Zeaxanthinibacter

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__cf. Cytophaga_sp. MGP-3

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__mucus_bacterium_117

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__uncultured

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__uncultured_Flavobacteriaceae_bacterium

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__Flavobacteriaceae;__uncultured_bacterium

Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__NS9_marine_group;__uncultured_Bacteroidetes_bacterium

Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__NS9_marine_group;__uncultured_Cytophaga_sp.
Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;_NS9_marine_group;__uncultured_Cytophagaceae_bacterium

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__NS9_marine_group;__uncultured_Flavobacteriia_bacterium

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__NS9_marine_group;__uncultured_bacterium

- Bacteria;__Bacteroidetes;__Flavobacteria;__Flavobacteriales;__NS9_marine_group;__uncultured_marine_bacterium

- Bacteria;__Bacteroidetes;__SB-1;__Bacteroidetes;__Bacteroidetes_bacterium_enrichment_culture_clone_DT-1962;0ther
Bacteria;__Bacteroidetes;__SB-1;__uncultured_Bacteroidetes_bacterium;Other;Other

Bacteria;__Bacteroidetes;__SB-1;__uncultured_alpha_proteobacterium;Other;Other

Bacteria;__Bacteroidetes;__SB-1;__uncultured_bacterium;Other;Other
Bacteria;__Bacteroidetes;__SB-5;__uncultured_Bacteroidetes_bacterium;Other;Other
Bacteria;__Bacteroidetes;__SB-5;__uncultured_soil_bacterium;Other;Other
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__Chitinophagaceae;__Sediminibacterium
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__Chitinophagaceae;__uncultured
- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__E6aC02;__uncultured_organism
- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__KD1-131;__uncultured_bacterium
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__KD1-131;__uncultured_soil_bacterium
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- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__NS11-12_marine_group;__uncultured_Bacteroidetes_bacterium

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_NS11-12_marine_group: uncultured_bacterium

Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__ST-12K33;__uncultured_bacterium

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Saprospiraceae; Aureispira

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Saprospiraceae; Candidatus_Aquire stis

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Saprospiraceae; Lewinella

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Saprospiraceae; Rubidimonas

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Saprospiraceae; uncultured

-Bacteria;_Bacteroidetes;_Sphingobacteriia;_Sphingobacteriales;_Sphingobacteriaceae; Pedobacter

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__ WCHB1-69;__uncultured_Bacteroidetes_bacterium

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__WCHB1-69;__uncultured_Cytophaga_sp.

- Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__WCHB1-69;__uncultured_bacterium
Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__WCHB1-69;__uncultured_organism

Bacteria;__Bacteroidetes;__Sphingobacteriia;__Sphingobacteriales;__env.OPS_17;__uncultured_bacterium

Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Bacteroidetes_bacterium;Other;Other
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_Cytophagales_bacterium;Other;Other
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_bacterium;Other;Other
- Bacteria;__Bacteroidetes;__VC2.1_Bac22;__uncultured_sediment_bacterium;Other;Other
- Bacteria;__Bacteroidetes;_VC2.1_Bac22;__uncultured_soil_bacterium;Other;Other

Bacteria;__Bacteroidetes;_ WCHB1-32;__uncultured_bacterium;Other;Other

Bacteria;__Bacteroidetes;__vadinHA17;__uncultured_bacterium;Other;Other
Bacteria;__Candidate_division_BRC1;__uncultured_bacterium;Other;Other;Other

Bacteria;__Candidate_division_KB1;__uncultured_bacterium;Other;Other;Other
Bacteria;__Candidate_division_OD1;__uncultured_bacterium;Other;Other;Other

- Bacteria;__Candidate_division_OP11;__uncultured_bacterium;Other;Other;Other

- Bacteria;__Candidate_division_OP11;__uncultured_soil_bacterium;Other;Other;Other
Bacteria;__Candidate_division_OP3;__uncultured_bacterium;Other;Other;Other
Bacteria;__Candidate_division_OP3;__uncultured_candidate_division_OP3_bacterium;Other;Other;Other

Bacteria;__Candidate_division_TM7;__uncultured_bacterium;Other;Other;Other
- Bacteria;__Candidate_division_TM7;__uncultured_candidate_division_TM7_bacterium;Other;Other;Other
- Bacteria;__Candidate_division_TM7;__uncultured_soil_bacterium;Other;Other;Other
Bacteria;__Candidate_division_WS3;__uncultured_bacterium;Other;Other;Other
- Bacteria;__Candidate_division_WS6;__uncultured_bacterium;Other;Other;Other
- Bacteria;__Candidate_division_WS6;__uncultured_candidate_division_WS6_bacterium;Other;Other;Other
- Bacteria;__Chlamydiae;__Chlamydiales;__Parachlamydiaceae;__Neochlamydia;__Neochlamydia_hartmannellae

- Bacteria;__Chlamydiae;__Chlamydiales;__Parachlamydiaceae;__Neochlamydia;__uncultured_Chlamydiales_bacterium
-Bacteria;_ChIamydiae;_Chlamydiales;_Simkaniaceae;_Candidatus_Fritschea; Candidatus
-Bacteria;_ChIamydiae;_Chlamydiales;_Simkaniaceae;_Candidatus_RhabdochIamydia; Candidatus

- Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__Candidatus_Rhabdochlamydia;_ Rhabdochlamydiaceae_bacterium_NS3

- Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__Candidatus_Rhabdochlamydia;__uncultured_Candidatus_Rhabdochlamydia_sp.

- Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__Candidatus_Rhabdochlamydia;__uncultured_Chlamydiales_bacterium
Bacteria;__Chlamydiae;__Chlamydiales;__Simkaniaceae;__uncultured;__uncultured_Chlamydiales_bacterium

Bacteria;__Chlorobi;__Chlorobia;__Chlorobiales;__Chlorobiaceae;__uncultured
Bacteria;__Chlorobi;__Chlorobia;__Chlorobiales;__OPB56;__uncultured_bacterium
- Bacteria;__Chlorobi;__lgnavibacteria;__Ignavibacteriales;__lheB3-7;__uncultured_Chlorobi_bacterium
-Bacteria;_ChIoroerxi;_Anaerolineae;_AnaeroIineaIes;_Anaerolineaceae; Longilinea

-Bacteria;_ChIoroerxi;_Anaerolineae;_AnaeroIineaIes;_Anaerolineaceae; uncultured

-Bacteria;_ChIoroflexi;_CaIdiIineae;_Caldilineales;_CaIdiIineaceae; Caldilinea
Bacteria;__Chloroflexi;__Caldilineae;__Caldilineales;__Caldilineaceae;__uncultured
Bacteria;__Cyanobacteria;__4C0d-2;__uncultured_bacterium;Other;Other
Bacteria;__Cyanobacteria;__Chloroplast;__Euglena;__Euglena_longa;Other
Bacteria;__Cyanobacteria;__Chloroplast;__Euglena;__Euglena_viridis;Other
Bacteria;__Cyanobacteria;__Chloroplast;__Phaseolus;__Phaseolus_acutifolius_(tepary_bean);Other
Bacteria;__Cyanobacteria;__Chloroplast;__Solanum;__Solanum_lycopersicum;Other

Bacteria;__Cyanobacteria;__Chloroplast;__Trachelomonas;__Trachelomonas_abrupta;Other
- Bacteria;__Cyanobacteria;__Chloroplast;__Trachelomonas;__Trachelomonas_volvocinopsis;Other
- Bacteria;__Cyanobacteria;__Chloroplast;__uncultured_bacterium;Other;Other

Bacteria;__Cyanobacteria;_ MLE1-12;__uncultured_bacterium;Other;Other

- Bacteria;__Cyanobacteria;__Subsectionll;__Familyll;__Chroococcidiopsis;__uncultured_bacterium

-Bacteria;_Deferribacteres;_Deferribacterales;_Deferribacteraceae;_uncultured; uncultured_bacterium
Bacteria;__Deferribacteres;__Deferribacterales;__Family_Incertae_Sedis;__Caldithrix;__uncultured_Deferribacteres_bacterium

- Bacteria;__Deferribacteres;__Deferribacterales;__Family_Incertae_Sedis;__Caldithrix;__uncultured_bacterium
-Bacteria;_Deferribacteres;_Deferribacterales;_Famin_Incertae_Sedis;_CaIdithrix; uncultured_candidate_division_KSB1_bacterium
- Bacteria;__Deferribacteres;__Deferribacterales;_ SAR406_clade(Marine_group_A);__uncultured_bacterium;Other

- Bacteria;__Deferribacteres;__Deferribacterales;__SAR406_clade(Marine_group_A);__uncultured_marine_bacterium;Other

-Bacteria;_Deinococcus-Thermus;_Deinococci;_Deinococcales;_Trueperaceae; Truepera

-Bacteria;_Deinococcus-Thermus;_Deinococci;_Thermales;_Thermaceae; Oceanithermus

- Bacteria;__Elusimicrobia;__Rs-M47;__uncultured_bacterium;Other;Other

- Bacteria;__Fibrobacteres;__Fibrobacteria;__P.palm_C70;__uncultured_Desulfobulbus_sp.;Other

- Bacteria;__Fibrobacteres;__Fibrobacteria;__ P.palm_C70;__uncultured_bacterium;Other
Bacteria;__Fibrobacteres;__Fibrobacteria;_ R76-B150;__uncultured_bacterium;Other

Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Bacillaceae;__Bacillus
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Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Paenibacillaceae;__Paenibacillus
- Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Planococcaceae;__Lysinibacillus
- Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Planococcaceae;__Paenisporosarcina

- Bacteria;__Firmicutes;__Bacilli;__Bacillales;__Sporolactobacillaceae;__Pullulanibacillus

-Bacteria;_Firmicutes;_BaciIIi;_Bacillales;_Thermoactinomycetaceae; Shimazuella
Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Lactobacillaceae;__Lactobacillus
Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Leuconostocaceae;__Weissella
Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;_ PeH08;__uncultured_bacterium
Bacteria;__Firmicutes;__Bacilli;__Lactobacillales;__Streptococcaceae;__Streptococcus

Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Christensenellaceae;__Christensenella
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Clostridiaceae;__Alkaliphilus
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Clostridiaceae;__Anoxynatronum
-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_CIostridiaceae; Caminicella
-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_CIostridiaceae; Clostridium
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Clostridiaceae;__uncultured
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Eubacteriaceae; Acetobacterium
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Eubacteriaceae; Anaerofustis
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Eubacteriaceae;__Eubacterium
-Bacteria;_Firmicutes;_CIostridia;_CIostridiaIes;_Eubacteriaceae; uncultured
-Bacteria;_Firmicutes;_Clostridia;_CIostridiales;_Famin_Incertae_Sedis; Dethiosulfatibacter
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Famin_XIII_Incertae_Sedis; Anaerovorax
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Famin_XIII_Incertae_Sedis; Mogibacterium
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Famin_XIII_Incertae_Sedis; uncultured
-Bacteria;_Firmicutes;_CIostridia;_CIostridiaIes;_Famin_XII_Incertae_Sedis; Acidaminobacter
-Bacteria;_Firmicutes;_CIostridia;_CIostridiaIes;_Famin_XII_Incertae_Sedis; Fusibacter
-Bacteria;_Firmicutes;_CIostridia;_CIostridiaIes;_Famin_XII_Incertae_Sedis; Guggenheimella
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_Famin_XI_Incertae_Sedis; Helcococcus
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family_XI_Incertae_Sedis;__Sedimentibacter
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Family_XI_Incertae_Sedis;__uncultured
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__GoM-GC232-4463-Bac1;__uncultured_bacterium
- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__JTB215;__bacterium_str. 77003
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_JTB215; uncultured_Clostridiales_bacterium
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_JTB215: uncultured_Gram-positive_bacterium
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_JTB215: uncultured_bacterium
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Lachnospiraceae;__Incertae_Sedis

Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Lachnospiraceae;__Pseudobutyrivibrio
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Lachnospiraceae;__Roseburia
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Lachnospiraceae;__uncultured
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;___OPB54;__uncultured_bacterium

Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptococcaceae;__uncultured
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptostreptococcaceae;__Incertae_Sedis
- Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptostreptococcaceae;__Peptostreptococcus

-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_Peptostreptococcaceae; Proteocatella
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Peptostreptococcaceae;__Tepidibacter
-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_Peptostreptococcaceae; uncultured
-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_Ruminococcaceae; Faecalibacterium
Bacteria;__Firmicutes;__Clostridia;__Clostridiales;__Ruminococcaceae;__Ruminococcus
-Bacteria;_Firmicutes;_Clostridia;_Clostridiales;_Ruminor- ae;__uncultured
-Bacteria;_Firmicutes;_CIostridia;_Clostridiales;_Syntrophomonadaceae; Dethiobacter
-Bacteria;_Firmicutes;_CIostridia;_CIostridiales;_VeiIIoneIIaceae; Acidaminococcus
-Bacteria;_Firmicutes;_CIostridia;_CIostridiaIes;_VeiIIoneIIaceae; uncultured
-Bacteria;_Firmicutes;_Clostridia;_ThermoanaerobacteraIes;_Thermoanaerobacteraceae; Gelria

- Bacteria;__Firmicutes;__Erysipelotrichi;__Erysipelotrichales;__Erysipelotrichaceae;__Asteroleplasma

- Bacteria;__Firmicutes;__Erysipelotrichi;__Erysipelotrichales;__Erysipelotrichaceae;__Incertae_Sedis

- Bacteria;__Firmicutes;__Erysipelotrichi;__Erysipelotrichales;__Erysipelotrichaceae;__Turicibacter

- Bacteria;__Firmicutes;__Erysipelotrichi;__Erysipelotrichales;__Erysipelotrichaceae;__uncultured
Bacteria;__Fusobacteria;__BS1-0-74;__uncultured_bacterium;Other;Other
Bacteria;__Fusobacteria;__Fusobacteriales;__Fusobacteriaceae;__Propionigenium;__uncultured_Fusobacteria_bacterium

Bacteria;__Fusobacteria;__Fusobacteriales;__Fusobacteriaceae;__Psychrilyobacter;__Psychrilyobacter_atlanticus
- Bacteria;__Fusobacteria;__Fusobacteriales;__Fusobacteriaceae;__Psychrilyobacter;__uncultured_Fusobacteria_bacterium
-Bacteria;_Fusobacteria;_FusobacteriaIes;_Fusobacteriaceae;_Psychrilyobacter: uncultured_Fusobacterium_sp.

- Bacteria;__Fusobacteria;__Fusobacteriales;__Fusobacteriaceae;__Psychrilyobacter;__uncultured_Psychrilyobacter_sp.
-Bacteria;_Fusobacteria;_FusobacteriaIes;_Fusobacteriaceae;_Psychrilyobacter: uncultured_bacterium

Bacteria;__Fusobacteria;__Fusobacteriales;__Hados.Sed.Eubac.3;__uncultured_bacterium;Other

Bacteria;__Fusobacteria;__Fusobacteriales;__Leptotrichiaceae;__uncultured;__Leptotrichia
Bacteria;__Fusobacteria;__Fusobacteriales;__boneC3G7;__uncultured_bacterium;Other
Bacteria;__Fusobacteria;__MSBL6;__uncultured_bacterium;Other;Other
Bacteria;__Fusobacteria;__SHA-35;__uncultured_bacterium;Other;Other
Bacteria;__Lentisphaerae;__Lentisphaeria;__Lentisphaerales;__Lentisphaeraceae;__Lentisphaera
Bacteria;__Lentisphaerae;__Lentisphaeria;__PBS-IlI-20;__uncultured_bacterium;Other

- Bacteria;__Lentisphaerae;__Lentisphaeria;__PBS-IlI-20;__uncultured_verrucomicrobium_DEV045;0ther

- Bacteria;__Lentisphaerae;__Lentisphaeria;__R76-B128;__uncultured_Verrucomicrobia_bacterium;Other
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Bacteria;__Lentisphaerae;__Lentisphaeria;__R76-B128;__uncultured_bacterium;Other
-Bacteria;_Lentisphaerae;_Lentisphaeria;_Victivallales;_VictivaIIaceae; Victivallis
-Bacteria;_Lentisphaerae;_Lentisphaeria;_VictivaIIaIes;_VictivaIIaceae; uncultured

Bacteria;__NPL-UPA2;__uncultured_bacterium;Other;Other;Other
- Bacteria;__NPL-UPA2;__uncultured_organism;Other;Other;Other
-Bacteria;_Nitrospirae;_Nitrospira;_Nitrospirales;_Nitrospiraceae; Leptospirillum
-Bacteria;_Nitrospirae;_Nitrospira;_Nitrospirales;_Nitrospiraceae; Nitrospira
- Bacteria;__Planctomycetes;_ BD7-11;__uncultured_planctomycete;Other;Other
- Bacteria;__Planctomycetes;_ OM190;__uncultured_Planctomycetales_bacterium;Other;Other
- Bacteria;__Planctomycetes;_ OM190;__uncultured_bacterium;Other;Other
- Bacteria;__Planctomycetes;__OM190;__uncultured_deep-sea_bacterium;Other;Other
- Bacteria;__Planctomycetes;__OM190;__uncultured_planctomycete;Other;Other
- Bacteria;__Planctomycetes;__OM190;__unidentified_planctomycete;Other;Other

Bacteria;__Planctomycetes;__Phycisphaerae;__Phycisphaerales;__Phycisphaeraceae;__SM1A02

Bacteria;__Planctomycetes;__Phycisphaerae;__Phycisphaerales;__Phycisphaeraceae;__Urania-1B-19_marine_sediment_group

Bacteria;__Planctomycetes;__Planctomycetacia;__Planctomycetales;__Planctomycetaceae;__Planctomyces
-Bacteria;_PIanctomycetes;_PIanctomycetacia;_PIanctomycetaIes;_PIanctomycetaceae; uncultured
- Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_Colwellia_sp.;Other;Other
- Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_bacterium;Other;Other
- Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_gamma_proteobacterium;Other;Other

Bacteria;__Proteobacteria;__ARKICE-90;__uncultured_organism;Other;Other

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Adriatic90;__uncultured_alpha_proteobacterium;Other

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Caulobacteraceae;__Asticcacaulis
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Hyphomonadaceae;__Hellea
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Hyphomonadaceae;__Woodsholea
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Caulobacterales;__Hyphomonadaceae;__uncultured
Bacteria;__Proteobacteria;__Alphaproteobacteria;__DB1-14;__uncultured_alpha_proteobacterium;Other
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__DB1-14;__uncultured_bacterium;Other
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__MNG3;__uncultured_alpha_proteobacterium;Other
Bacteria;__Proteobacteria;__Alphaproteobacteria;__0CS116_clade;__uncultured_alpha_proteobacterium;Other
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__0CS116_clade;__uncultured_bacterium;Other
-Bacteria;_Proteobacteria;_AIphaproteobacteria;_RhizobiaIes;_BruceIlaceae; Mycoplana

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Candidatus_Liberibacter;__Candidatus
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Hyphomicrobiaceae;__Devosia
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Hyphomicrobiaceae;_ Hyphomicrobium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Hyphomicrobiaceae;__Maritalea
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Hyphomicrobiaceae;__uncultured
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__MNG7;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Methylobacteriaceae;__uncultured

-Bacteria;_Proteobacteria;_AIphaproteobacteria;_Rhizobiales;_PhyIIobacteriaceae; Cohaesibacter
-Bacteria;_Proteobacteria;_AIphaproteobacteria;_Rhizobiales;_PhyIIobacteriaceae; Mesorhizobium
-Bacteria;_Proteobacteria;_AIphaproteobacteria;_Rhizobiales;_PhyIIobacteriaceae; uncultured
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Rhizobiaceae;__Rhizobium
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Rhodobiaceae;__Parvibaculum
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__Rhodobiaceae;__Rhodobium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhizobiales;__uncultured_bacterium;Other
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodobacterales;_Rhodobacteraceae; Jannaschia
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodobacterales;_Rhodobacteraceae; Leisingera
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodobacterales;_Rhodobacteraceae; Phaeobacter
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Pseudoruegeria
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Rhodobacter
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Roseobacter_clade_AS-21_lineage

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Roseobacter_clade CHAB-I-5_lineage

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Roseobacter_clade_NAC11-7_lineage

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Roseovarius
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Rubellimicrobium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Sulfitobacter

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__Thalassococcus
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__marine_alpha_proteobacterium_SOMBO1

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__uncultured

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodobacterales;__Rhodobacteraceae;__uncultured_marine_bacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__I-10;__alpha_proteobacterium_P-4
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__I-10;__uncultured_bacterium
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodospirillales;_Rhodospirillaceae; AEGEAN-169_marine_group
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Rhodospirillales;_Rhodospirillaceae; Caenispirillum

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae;__Defluviicoccus

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae;__Oceanibaculum

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae;__Pelagibius

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae;__Thalassospira

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rhodospirillales;__Rhodospirillaceae;__uncultured

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Anaplasmataceae;__Candidatus_Xenohaliotis
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Anaplasmataceae;__Wolbachia
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Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Captivus;__uncultured_bacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Cyrtobacter;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Hepatincola;__uncultured_alpha_proteobacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Hepatincola;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Candidatus_Odyssella;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Ho(lab);__uncultured_proteobacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;_ Holosporaceae;__Holospora
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;_ LWSR-14;__Sinorickettsia

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;_ LWSR-14;__uncultured_bacterium
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Rickettsiaceae;__Candidatus_Cryptoprodotis
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Rickettsiaceae;__Rickettsia
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__Rickettsiaceae;__uncultured
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__SAR116_clade;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__SM2D12;__uncultured_alpha_proteobacterium
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_RickettsiaIes;_SM2D12; uncultured_bacterium
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Gracilariophila

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Gracilariopsis

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Phaseolus
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Plantago

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Polysphondylium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__Zymoseptoria

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__uncultured_alpha_proteobacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Rickettsiales;__mitochondria;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__SAR11_clade;__Surface_1;__uncultured_bacterium

-Bacteria;_Proteobacteria;_AIphaproteobacteria;_SAR11_c|ade;_Surface_1; uncultured_marine_bacterium

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__SAR11_clade;__uncultured_bacterium;Other

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__SB1-18;__alpha_proteobacterium_enrichment_culture_clone_DH-1602;0ther

- Bacteria;__Proteobacteria;__Alphaproteobacteria;__SB1-18;__carbazole-degrading_bacterium_0OC11S;0ther
Bacteria;__Proteobacteria;__Alphaproteobacteria;__SB1-18;__uncultured_bacterium;Other

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sneathiellales;__Sneathiellaceae;__Sneathiella
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__Erythrobacteraceae;__Erythrobacter
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Sphingomonadales;_Erythrobacteraceae; uncultured
-Bacteria;_Proteobacteria;_AIphaproteobacteria;_Sphingomonadales;_Famin_Incertae_Sedis; Kiloniella
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__GOBB3-C201;__Sphingomonadaceae_bacterium_MOLA 46
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__GOBB3-C201;__Sphingomonas
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__GOBB3-C201;__uncultured_Sphingomonadaceae_bacterium
Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__GOBB3-C201;__uncultured_alpha_proteobacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__ _GOBB3-C201;__uncultured_bacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__ORCA-3N101;__Sphingomonas

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__ ORCA-3N101;__uncultured_bacterium

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__Sphingomonadaceae;__Sphingomonas

Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__Sphingomonadaceae;__Sphingopyxis
-Bacteria;_Proteobacteria;_Alphaproteobacteria;_Sphingomonadales;_Sphingomonadaceae; Zymomonas
- Bacteria;__Proteobacteria;__Alphaproteobacteria;__Sphingomonadales;__uncultured_bacterium;Other

Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Alcaligenaceae;__Achromobacter
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Alcaligenaceae;__Bordetella
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Alcaligenaceae;__uncultured_bacterium

Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Burkholderiaceae;__Burkholderia
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Burkholderiaceae;__Cupriavidus
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Comamonadaceae;__Acidovorax
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Comamonadaceae;__Comamonas
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Comamonadaceae;__Variovorax
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Burkholderiales;__Oxalobacteraceae;__Massilia
- Bacteria;__Proteobacteria;__Betaproteobacteria;__Hot_Creek_32;__uncultured_bacterium;Other
-Bacteria;_Proteobacteria;_Betaproteobacteria;_Hydrogenophilales;_Hydrogenophilaceae; Thiobacillus

-Bacteria;_Proteobacteria;_Betaproteobacteria;_Hydrogenophilales;_Hydrogenophilaceae; uncultured
-Bacteria;_Proteobacteria;_Betaproteobacteria;_Methylophilales;_Methylophilaceae; Methylotenera
Bacteria;__Proteobacteria;__Betaproteobacteria;__Neisseriales;__Neisseriaceae;__uncultured
Bacteria;__Proteobacteria;__Betaproteobacteria;__Nitrosomonadales;__Gallionellaceae;__Gallionella
Bacteria;__Proteobacteria;__Betaproteobacteria;__Nitrosomonadales;__Nitrosomonadaceae;__uncultured
-Bacteria;_Proteobacteria;_Betaproteobacteria;_RhodocycIaIes;_RhodocycIaceae; Azoarcus
-Bacteria;_Proteobacteria;_Betaproteobacteria;_RhodocycIaIes;_RhodocycIaceae; Azospira
-Bacteria;_Proteobacteria;_Betaproteobacteria;_RhodocycIaIes;_RhodocycIaceae; Azovibrio
-Bacteria;_Proteobacteria;_Betaproteobacteria;_RhodocycIaIes;_RhodocycIaceae; Propionivibrio
Bacteria;__Proteobacteria;__Betaproteobacteria;__Rhodocyclales;__Rhodocyclaceae;__uncultured
Bacteria;__Proteobacteria;__Betaproteobacteria;__oca12;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Candidatus_Allobeggiatoa;__uncultured_bacterium;Other;Other
Bacteria;__Proteobacteria;__Candidatus_Thiobios;__gamma_proteobacterium_ectosymbiont_of_Zoothamnium_niveum;Other;Other
Bacteria;__Proteobacteria;__Candidatus_Thiobios;__sulfur-oxidizing_bacterium_ODIII6;0ther;Other
Bacteria;__Proteobacteria;__Class_Incertae_Sedis;__Order_Incertae_Sedis;__Family_Incertae_Sedis;__Mariprofundus
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Bdellovibrionales;__Bacteriovoracaceae;__Peredibacter
-Bacteria;_Proteobacteria;_DeItaproteobacteria;_BdeIIovibrionaIes;_Bacteriovoracaceae; uncultured
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- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Bdellovibrionales;__Bdellovibrionaceae;__Bdellovibrio
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfarculales;__Desulfarculaceae;__Desulfarculus

-Bacteria;_Proteobacteria;_DeItaproteobacteria;_DesuIfarculales;_DesuIfarculaceae; uncultured

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobacteraceae;__Desulfobacula
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobacteraceae;__uncultured

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobacteraceae;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__Desulfobulbus

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__Desulfocapsa

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__Desulfopila

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__Desulforhopalus

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__Desulfotalea

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__SEEP-SRB2

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__SEEP-SRB4

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Desulfobulbaceae;__uncultured
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfobacterales;__Nitrospinaceae;__Nitrospina
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfovibrionales;__Desulfovibrionaceae;__Desulfovibrio
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__008E09-B-D-P15;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__GR-WP33-58;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Desulfuromonadales;__Geobacteraceae;__Geoalkalibacter

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__ GR-WP33-30;__uncultured_bacterium;Other

- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__0319-6G20;__uncultured_bacterium
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__0319-6G20;__uncultured_delta_proteobacterium

Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Cystobacterineae;__Cystobacteraceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Nannocystineae;__Haliangiaceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Myxococcales;__Sorangiineae;__Sandaracinaceae
Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__marine_metagenome;Other
Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_deep-sea_bacterium;Other
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_delta_proteobacterium;Other
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__SAR324_clade(Marine_group_B);__uncultured_gamma_proteobacterium;Other

Bacteria;__Proteobacteria;__Deltaproteobacteria;__Sh765B-TzT-29;__uncultured_bacterium;Other
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Sh765B-TzT-29;__unidentified_bacterium_wb1_A15;0ther
- Bacteria;__Proteobacteria;__Deltaproteobacteria;__Sva0485;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Deltaproteobacteria;__Syntrophobacterales;__Syntrophaceae;__Desulfomonile

-Bacteria;_Proteobacteria;_DeItaproteobacteria;_SyntrophobacteraIes;_Syntrophaceae; Smithella
-Bacteria;_Proteobacteria;_DeItaproteobacteria;_SyntrophobacteraIes;_Syntrophaceae; Syntrophus
- Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_alpha_proteobacterium;Other;Other

- Bacteria;__Proteobacteria;__Elev-16S-509;__uncultured_bacterium;Other;Other

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__BG.g7;__uncultured_bacterium;Other

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__CH8-1-BAC;__uncultured_bacterium;Other
-Bacteria;_Proteobacteria;_EpsiIonproteobacteria;_Camponbacterales;_Camponbacteraceae; Arcobacter

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Campylobacteraceae;__Campylobacter

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Campylobacteraceae;__Sulfurospirillum
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Campylobacteraceae;__uncultured
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Helicobacter
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Rs-M59_termite_group

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Sulfuricurvum

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Sulfurimonas

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Sulfurovum

- Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__Wolinella
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Campylobacterales;__Helicobacteraceae;__uncultured
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Nautiliales;__Nautiliaceae;__Nitratifractor
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Nautiliales;__Nautiliaceae;__Thioreductor
Bacteria;__Proteobacteria;__Epsilonproteobacteria;__Nautiliales;__Nautiliaceae;__uncultured_epsilon_proteobacterium

Bacteria;__Proteobacteria;__Epsilonproteobacteria;__R103-B63;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__34P16;__uncultured_gamma_proteobacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__34P16;__uncultured_marine_bacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Acidithiobacillales;__KCM-B-112;__uncultured_Chromatiales_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Aeromonadales;__Aeromonadaceae;__Aeromonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Aeromonadales;__Aeromonadaceae;__uncultured

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Aliagarivorans

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Alteromonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__BD1-7_clade

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__C1-B045

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Candidatus_Endobugula

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Dasania
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Eionea

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Glaciecola
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Haliea

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Maricurvus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Marinimicrobium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Marinobacter
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Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Melitea
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Microbulbifer
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__ OM60(NORS5) clade
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Porticoccus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Pseudoteredinibacter
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__SAR92_clade
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Saccharophagus
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Simiduia
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Teredinibacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__Umboniibacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__marine_metagenome
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__unclassified_Pseudomonadales_(miscellaneous)
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Alteromonadaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Colwelliaceae;__Colwellia
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Colwelliaceae; Thalassomonas
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Colwelliaceae; uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Colwelliaceae;__uncultured_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Ferrimonadaceae; Ferrimonas
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Ferrimonadaceae; Paraferrimonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__ldiomarinaceae;__Ildiomarina
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_ldiomarinaceae; Pseudidiomarina
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Moritellaceae; Moritella
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Moritellaceae; Paramoritella
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__NB-1d;__gamma_proteobacterium_MTW-13
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__NB-1d;__gamma_proteobacterium_PS12-4
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_NB-1d: uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__NB-1d;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Pseudoalteromonadaceae; Algicola
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_AIteromonadales;_Pseudoalteromonadaceae; Pseudoalteromonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Pseudoalteromonadaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Psychromonadaceae;__Psychromonas

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Alteromonadales;__Shewanellaceae;__Shewanella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__Oryza;__Oryza_sativa_Indica_Group

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__Vibrio;__Vibrio_sp._r26

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__B38;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_gamma_proteobacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_marine_bacterium;Other

Bacteria;__Proteobacteria;__Gammaproteobacteria;__BD7-8_marine_group;__uncultured_sediment_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__CS-B046;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Cardiobacteriales;__Cardiobacteriaceae;__Dichelobacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Cardiobacteriales;__Cardiobacteriaceae;__Suttonella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Chromatiaceae;__Nitrosococcus

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Chromatiales;_Chromatiaceae; Rheinheimera

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Acidiferrobacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Arhodomonas

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Ectothiorhodospira

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Halorhodospira
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Thioalkalispira

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Chromatiales;__Ectothiorhodospiraceae;__Thiorhodospira

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Chromatiales;_Granulosicoccaceae; Granulosicoccus

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__E01-9C-26_marine_group;__uncultured_bacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Biostraticola

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Buchnera

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Budvicia

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Candidatus_Blochmannia

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Candidatus_Ishikawaella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Candidatus_Schneideria

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Candidatus_Stammerula
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Cronobacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Dickeya

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Enterobacter

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Erwinia

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Escherichia-Shigella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Klebsiella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Kluyvera
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Pantoea
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Plesiomonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Pragia
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Providencia
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Rahnella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Serratia
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- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__Sodalis
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__endosymbionts
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Enterobacteriales;__Enterobacteriaceae;__secondary endosymbiont of Calophya schini

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Enterobacteriales;_Enterobacteriaceae; uncultured
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__ HOC36;__uncultured_proteobacterium_HOC3;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A_clade;__uncultured_bacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A_clade;__uncultured_deep-sea_bacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__KI89A_clade;__uncultured_gamma_proteobacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Coxiellaceae;__Aquicella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Coxiellaceae;__Coxiella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Coxiellaceae;__Rickettsiella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Coxiellaceae;__uncultured

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Legionellaceae;__Legionella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Legionellales;__Legionellaceae;__uncultured

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__CABC2E06;__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Crenotrichaceae;__Crenothrix
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__ET-SHO;__Methylococcaceae_bacterium_ET-SHO

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__ET-SHO;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;_ Bathymodiolus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;__methanotrophic_bacterial_endosymbiont_of Bathymodiolus_brooksi

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;_ _mussel_methanotrophic_gill symbiont MAR2

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;__uncultured_Methylobacter_sp.

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;__uncultured Myxococcales_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;__uncultured_bacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Hyd24-01;__uncultured _gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__lheB2-23;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylobacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylococcus
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylomicrobium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylomonas

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylosarcina
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__Methylosoma

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__Methylococcaceae;__uncultured

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__pltb-vmat-59;__uncultured_Methylomonas_sp.

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__pltb-vmat-59;_ uncultured_sediment_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Methylococcales;__uncultured_Methylomicrobium_sp.;Other
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_bacterium;Other
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_deep-sea_bacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_gamma_proteobacterium;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__NKB5;__uncultured_marine_bacterium;Other

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_AIcanivoracaceae; Alcanivorax

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_AIcanivoracaceae; Kangiella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__B78-89;__uncultured_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_Candidatus_Vesicomyosocius; Calyptogena
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__E12-CR02-full;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__E12-CR02-full;__uncultured_gamma_proteobacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__G02-CR02-full;__uncultured_bacterium
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_HaheIlaceae; Endozoicomonas
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_HaheIlaceae; Hahella
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_HaheIlaceae; Kistimonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__Cobetia
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__Halomonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__Kushneria
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__Salicola
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__Salinicola
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Halomonadaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__J8P41000-1F04;__uncultured SUP05_cluster_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__J8P41000-1F04;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__J8P41000-1F04;__uncultured_gamma_proteobacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__JL-ETNP-Y6;__uncultured_bacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__JL-ETNP-Y6;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__JL-ETNP-Y6;__uncultured_marine_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__JL-ETNP-Y6;__uncultured_organism
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Litoricolaceae;__Litoricola

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__MBAE14;__gamma_proteobacterium_enrichment_culture_clone_DH-1645

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_MBAE14; gamma_proteobacterium_enrichment_culture_clone_TT-1456

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_MBAE14; gamma_proteobacterium_enrichment_culture_clone_TT-1470

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__MBAE14;__uncultured_Marinobacter_sp.

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__MBAE14;__uncultured_Oceanospirillales_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_MBAE14: uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__MBAE14;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ME2;__uncultured_Candidatus_Endobugula_sp.
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- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ME2;__uncultured_Vibrio_sp.

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ME2;__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ML617.5J-3;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Nit5Au0613-695;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__OM182_clade;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__OM182_clade;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_0RI-860-26; uncultured_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ORI-860-26;__uncultured_deep-sea_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Amphritea
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Balneatrix
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Bermanella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Marinobacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Marinomonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Marinospirillum
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Neptuniibacter
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Neptunomonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Nitrincola
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Oceaniserpentilla
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Oceanobacter
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Oceanospirillum
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Oleispira
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Pseudospirillum
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Reinekea
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Spongiispira
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__Thalassolituus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Oceanospirillaceae;__uncultured

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Oceanospirillales;_OceanospiriIlaceae; uncultured_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIales;_OIeiphiIaceae; Oleiphilus
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIales;_SARBG_cIade: uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SAR86_clade;__uncultured_gamma_proteobacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SAR86_clade;__uncultured_marine_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SGPZ551;__uncultured_gamma_proteobacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SS1-B-06-26;__uncultured_Alcanivorax_sp.

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SS1-B-06-26;__uncultured_gamma_proteobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SS1-B-06-26;__uncultured_sediment_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster;__Bathymodiolus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUPO05_cluster;__endosymbiont_of Conchocele_disjuncta

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster;__marine_bacterium_SDT2S20

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster;__uncultured_SUP05_cluster_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUP05_cluster;__uncultured_delta_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__SUPO05_cluster;__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__Saccharospirillaceae;__Saccharospirillum
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__V1F82b;__uncultured_bacterium
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZA2525c;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZA2525c;__uncultured_marine_bacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405;__marine_metagenome

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405;__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405;__uncultured_marine_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Oceanospirillales;__ZD0405;__uncultured_organism
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_OceanospiriIIaIes;_calyptogena; Vesicomya
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Order_Incertae_Sedis;_Famin_Incertae_Sedis; Arenicella
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Order_Incertae_Sedis;_Famin_Incertae_Sedis; Marinicella
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Order_Incertae_Sedis;_Famin_Incertae_Sedis; Sedimenticola
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Order_Incertae_Sedis;_Famin_Incertae_Sedis; Thiohalophilus
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Order_Incertae_Sedis;_Famin_Incertae_Sedis; Thiohalorhabdus
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__PYR10d3;__uncultured_gamma_proteobacterium;Other
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Pasteurellales;_Pasteurellaceae; Aggregatibacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pasteurellales;__Pasteurellaceae;__Haemophilus
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pasteurellales;__Pasteurellaceae;__Orbus
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pasteurellales;__Pasteurellaceae;__Pasteurella
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Pasteurellales;_Pasteurellaceae; uncultured
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Pseudomonadales;_Moraxellaceae; Acinetobacter
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Pseudomonadales;_Moraxellaceae; Alkanindiges
-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Pseudomonadales;_Moraxellaceae; Psychrobacter
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Moraxellaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Moraxellaceae;__uncultured_gamma_proteobacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Pseudomonadaceae;__Cellvibrio
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Pseudomonadaceae;__Pseudomonas
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Pseudomonadales;__Pseudomonadaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Salinisphaerales;__Salinisphaeraceae;__Salinisphaera

28 de 38 18/12/2017, 18:21



Taxa Summaries file:///C:/Users/Raul/Dropbox/Inés Barros/Transcriptome/Biocant/OT...

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Salinisphaerales;__Salinisphaeraceae;__ZD0417_marine_group
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Sva0071;__uncultured_Thioalkalivibrio_sp.;Other
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Sva0071;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;_ 1G93;__uncultured_bacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;_ CHAB-XI-27;__uncultured_gamma_proteobacterium_CHAB-XI-27
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;_ EV818SWSAP88;__uncultured_gamma_proteobacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Family_Incertae_Sedis;__Caedibacter

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes;_Famin_Incertae_Sedis; Fangia

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes;_FranciseIIaceae; Francisella

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__Cycloclasticus

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__Hydrogenovibrio

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__Methylophaga

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__Thioalkalimicrobium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__Thiomicrospira

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__endosymbionts

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__uncultured_Thiomicrospira_sp.

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__uncultured_bacterium

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Piscirickettsiaceae;__uncultured_gamma_proteobacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes;_Thiotrichaceae; Achromatium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Thiotrichaceae;__Candidatus_Marithrix

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes;_Thiotrichaceae; Cocleimonas

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_ThiotrichaIes;_Thiotrichaceae; Leucothrix
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Thiotrichaceae;__Thiothrix
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Thiotrichales;__Thiotrichaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Aliivibrio
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Enterovibrio
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Grimontia
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Listonella
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Photobacterium

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__Vibrio

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Vibrionales;__Vibrionaceae;__uncultured_bacterium

-Bacteria;_Proteobacteria;_Gammaproteobacteria;_Xanthomonadales;_Sinobacteraceae; Hydrocarboniphaga
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Sinobacteraceae;__JTB255 marine_benthic_group

Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Sinobacteraceae;__uncultured
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Aquimonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Arenimonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Dokdonella
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__lgnatzschineria
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Luteimonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Lysobacter
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Stenotrophomonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__Thermomonas
- Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__uncultured
Bacteria;__Proteobacteria;__Gammaproteobacteria;__Xanthomonadales;__Xanthomonadaceae;__uncultured_bacterium
Bacteria;__Proteobacteria;__Gammaproteobacteria;__aaa34a10;__uncultured_bacterium;Other
Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_bacterium;Other;Other

- Bacteria;__Proteobacteria;__Gammaproteobacteria;__uncultured_gamma_proteobacterium;Other;Other

- Bacteria;__Proteobacteria;__JTB23;__uncultured_gamma_proteobacterium;Other;Other

- Bacteria;__Proteobacteria;__Milano-WF1B-44;__uncultured_bacterium;Other;Other

- Bacteria;__Proteobacteria;__SC3-20;__uncultured_gamma_proteobacterium;Other;Other
Bacteria;__Proteobacteria;__Skagenf62;__uncultured_bacterium;Other;Other
Bacteria;__Proteobacteria;__TA18;__uncultured_bacterium;Other;Other

Bacteria;__Proteobacteria;__TA18;__uncultured_delta_proteobacterium;Other;Other
Bacteria;__Proteobacteria;__pltb-vmat-80;__uncultured_gamma_proteobacterium;Other;Other
Bacteria;__RF3;__uncultured_bacterium;Other;Other;Other
Bacteria;__Spirochaetes;__Spirochaetales;__LH041;__uncultured_bacterium;Other
Bacteria;__Spirochaetes;__Spirochaetales;__Leptospiraceae;__uncultured;__uncultured_bacterium

- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Borrelia;__Borrelia_sp._R57

- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Borrelia;__uncultured_Spirochaetes_bacterium

Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Borrelia;__uncultured_organism
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Cytophaga
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Sphaerochaeta
Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Spirochaeta_americana
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Spirochaeta_bajacaliforniensis
-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae;_Spirochaeta; Spirochaeta_sp. BHI80-158
-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae;_Spirochaeta; Spirochaeta_sp._M6
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Spirochaeta_sp. MO-SPC2
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__Spirochaeta_sp. MWH-HuW8

-Bacteria;_Spirochaetes;_Spirochaetales;_Spirochaetaceae;_Spirochaeta; Spirochaeta_sp. SR
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__spirochete_endosymbiont_of_a_lucinid_bivalve
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- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__uncultured_Spirochaeta_sp.
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__uncultured_Spirochaetaceae_bacterium

Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__uncultured bacterium
Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__uncultured_organism
Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Spirochaeta;__uncultured_spirochete
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Treponema;__uncultured_Treponema_clone_RFS52
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Treponema;__uncultured _Treponema_clone_ RFS82
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__Treponema;__uncultured_Treponema_sp.
- Bacteria;__Spirochaetes;__Spirochaetales;__Spirochaetaceae;__uncultured;__uncultured_bacterium

Bacteria;__Synergistetes;__Synergistia;__Synergistales;__Synergistaceae;__Thermovirga
Bacteria;__Synergistetes;__Synergistia;__Synergistales;__Synergistaceae;__uncultured
Bacteria;__TA06;__uncultured_bacterium;Other;Other;Other
Bacteria;__TM6;__uncultured_bacterium;Other;Other;Other

Bacteria;__TM6;__uncultured_candidate_division_TM6_bacterium;Other;Other;Other
Bacteria;__TM6;__uncultured_gamma_proteobacterium;Other;Other;Other

Bacteria;__Tenericutes;__Mollicutes;__Entomoplasmatales;__Candidatus_Hepatopl ;__uncultured_Entomoplasmatales_bacterium

-Bacteria;_Tenericutes;_MoIIicutes;_Mycoplasmatales;_MycopIasmataceae; Mycoplasma
-Bacteria;_Tenericutes;_MoIIicutes;_Mycoplasmatales;_Mycop' taceae;__uncultured

Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales;__Thermodesulfobacteriaceae;__Thermodesulfatator;__uncultured_Thermodesulfobacteriz

- Bacteria;__Thermodesulfobacteria;__Thermodesulfobacteriales;__Thermodesulfobacteriaceae;__uncultured_Thermodesulfobacteriaceae_bacterium;Other

- Bacteria;__Verrucomicrobia;__Opitutae;__MB11C04_marine_group;__uncultured_Verrucomicrobia_bacterium;Other
Bacteria;__Verrucomicrobia;__Opitutae;__Puniceicoccales;__Puniceicoccaceae;__Pelagicoccus

-Bacteria;_Verrucomicrobia;_Verrucomicrobiae;_Verrucomicrobiales;_RubritaIeaceae; Rubritalea

-Bacteria;_Verrucomicrobia;_Verrucomicrobiae;_Verrucomicrobiales;_Verrucomicrobiaceae; Persicirhabdus

- Eukaryota;__Amoebozoa;__Conosa;__Dictyostelia;__Polysphondylium;__Polysphondylium_colligatum

- Eukaryota;__Amoebozoa;__Conosa;__Dictyostelia;__Polysphondylium;__Polysphondylium_multicystogenum

-Eukaryota;_Amoebozoa;_Discosea;_FIabeIIinia;_Dactonpodida; Neoparamoeba
-Eukaryota;_Amoebozoa;_Discosea;_FIabeIIinia;_Parvamoeba; Thecamoeba
-Eukaryota;_Amoebozoa;_Discosea;_FIabeIIinia;_VanneIIida; Platyamoeba
-Eukaryota;_Amoebozoa;_Discosea;_FIabeIIinia;_VanneIIida; Protosteliopsis
-Eukaryota;_Amoebozoa;_Lobosa;_TubuIinea;_Euamoebida; BOLA868
Eukaryota;__Amoebozoa;__Lobosa;__Tubulinea;__Euamoebida;__Glaeseria
Eukaryota;__Amoebozoa;__Lobosa;__Tubulinea;__Euamoebida;__Hartmannella
Eukaryota;__Archaeplastida;__Chloroplastida;__Charophyta;__Phragmoplastophyta;__Streptophyta
-Eukaryota;_ArchaepIastida;_ChIoroplastida;_Charophyta;_Phragmoplastophyta; Zygnematales
-Eukaryota;_Archaeplastida;_ChIoroplastida;_ChIorophyta;_ChIorophyceae; Chlorosarcinopsis
-Eukaryota;_ArchaepIastida;_ChIoroplastida;_ChIorophyta;_Mamiellophyceae; Bathycoccus
-Eukaryota;_Archaeplastida;_ChIoroplastida;_ChIorophyta;_UIvophyceae; Aegagropila
Eukaryota;__Archaeplastida;__Chloroplastida;__Chlorophyta;__Ulvophyceae;__Trentepohlia
Eukaryota;__Archaeplastida;__Chloroplastida;__Chlorophyta;__Ulvophyceae;__uncultured_eukaryote
Eukaryota;__Archaeplastida;__Rhodophyceae;__Florideophycidae;__Ahnfeltiophycidae;__Ahnfeltia
Eukaryota;__Archaeplastida;__Rhodophyceae;__Florideophycidae;__Nemaliophycidae;__Batrachospermum
Eukaryota;__Archaeplastida;__Rhodophyceae;__Florideophycidae;__Nemaliophycidae;__Rhodachlya
Eukaryota;__BCB5F14RM4E02;__uncultured_eukaryote;Other;Other;Other
Eukaryota;__Centrohelida;__Acanthocystidae;__Pterocystis;__Centroheliozoa;__Centroheliozoa_sp. ATCC_50535
- Eukaryota;__Centrohelida;__CV1-B1-93;__uncultured_centroheliozoan;Other;Other
- Eukaryota;__Centrohelida;__Heterophryidae;__uncultured_eukaryote;Other;Other
Eukaryota;__Centrohelida;__uncultured_marine_eukaryote;Other;Other;Other

- Eukaryota;__Cryptophyceae;__Cryptomonadales;__Rhodomonas;__Rhodomonas_lens;Other

- Eukaryota;__Cryptophyceae;__Cryptomonadales;__Teleaulax;__uncultured_marine_eukaryote;Other
Eukaryota;__Cryptophyceae;__Goniomonas;__Goniomonas_sp._ATCC_50108;0ther;Other

I Eukaryota;__DH147-EKD10;__uncultured_dinoflagellate;Other;Other;Other

I £ukarvota;__DH147-EKD10;__uncultured_eukaryote;Other;Other;Other

-Eukaryota;_Excavata;_Discoba;_Discicristata;_EugIenozoa; Diplonemea

-Eukaryota;_Excavata;_Discoba;_Discicristata;_EugIenozoa; Kinetoplastea

- Eukaryota;__Incertae_Sedis;__Ancyromonadida;__Ancyromonas;__Ancyromonas_micra;Other

- Eukaryota;__Incertae_Sedis;__Ancyromonadida;__Ancyromonas;__uncultured_marine_eukaryote;;Other

- Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_debruynei;Other

- Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_mutabilis;Other

- Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__Amastigomonas_sp._SR1_9H_Thailand;Other
Eukaryota;__Incertae_Sedis;__Apusomonadidae;__Amastigomonas;__uncultured_eukaryote;Other

Eukaryota;__Incertae_Sedis;__Breviatea;__CCW35;__uncultured_eukaryote;Other
Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_eukaryote;Other;Other
- Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_marine_Telonemida;Other;Other
- Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_marine_eukaryote;Other;Other
- Eukaryota;__Incertae_Sedis;__Telonema;__uncultured_syndiniales;Other;Other
- Eukaryota;__Kathablepharidae;__Leucocryptos;__Leucocryptos_marina;Other;Other

Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina;__Dothideomycetes
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina;__ Eurotiomycetes
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina;__Lecanoromycetes
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina;__Leotiomycetes
Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Pezizomycotina;__Sordariomycetes
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Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Saccharomycotina;__Saccharomycetes

Eukaryota;__Opisthokonta;__Fungi;__Ascomycota;__Taphrinomycotina;__Schizosaccharomycetes
- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Chytridiomycota;__uncultured_Eimeriidae
- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Chytridiomycota;__uncultured_eukaryote

Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Chytridiomycota;__uncultured_fungus

- Eukaryota;__Opisthokonta;__Fungi;__Basal_fungi;__Mucoromycotina;__uncultured_Eimeriidae
- Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota;__Agaricomycotina;__Agaricomycetes
Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota;__Pucciniomycotina;__Agaricostilbomycetes

- Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota;__Pucciniomycotina;__Cystobasidiomycetes
- Eukaryota;__Opisthokonta;__Fungi;__Basidiomycota;__Pucciniomycotina;__Pucciniomycetes
- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Acanthoecida;__Calliacantha

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Acanthoecida;__Stephanoeca
- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Craspedida;__Lagenoeca

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Craspedida;__Monosiga

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Craspedida;__OLI11041

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Craspedida;__Salpingoeca

- Eukaryota;__Opisthokonta;__Holozoa;__Choanomonada;__Craspedida;__uncultured_eukaryote

Eukaryota;__Opisthokonta;__Holozoa;__Filasterea;__Ministeria;__Ministeria_vibrans
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Chaetopteridae;__Chaetopterus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Eunicidae;__Diopatra
-Eukaryota;_Opisthokonta;_Metazoa;_Annelida;_Eunicidae; Eunice
-Eukaryota;_Opisthokonta;_Metazoa;_Annelida;_Eunicidae; Marphysa
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aberranta
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Acanthobdella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aeolosoma
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aestabdella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aglaophamus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Amphisamytha
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Amphitrite
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ancistrosyllis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Anguillosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aphrodita
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Apistobranchus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Apomatus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Arabella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Arenicola
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aricidea
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Aristonerilla
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Auchenoplax
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Austrobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Autolytus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Axiokebuita
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Axiothella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Bathyglycinde
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Bhawania
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Bonellia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Branchiobdella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Branchiomma
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Branchiosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Calcisabella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Capitella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Carinoma
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ceratocephale
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ceratonereis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Chone
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Cirratulus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Cirrophorus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Cossura
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Cylicobdella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Dasybranchus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Dodecaceria
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Dorvillea
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Dysponetus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Enchytraeidae
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Erpobdella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Eteone
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Euchone
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Euphrosine
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Eurythoe
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Fauvelopsis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ficopomatus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Filogranella
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- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Flabelliderma
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Glossiphonia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Glycera
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Glycinde
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Gunnarea
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Haemadipsa
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Harmothoe
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Helicoradomenia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Helobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Hesiolyra
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Hesiospina
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Hrabeiella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Hyboscolex
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__llyphagus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Johnstonia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Josephella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Lacydonia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Lanice
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Leitoscoloplos
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Leodamas
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Leptonerilla
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Loimia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Lopadorrhynchus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Lumbriculidae
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Lumbrineris
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Macrochaeta
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Magelona
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Malacoceros
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Marenzelleria
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Meganerilla
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Melinna
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Mesochaetopterus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Mesonerilla
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Metasychis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Microdorvillea
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Micronephthys
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Micronerilla
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Myrianida
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Myriochele
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Naididae
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Nainereis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Naineris
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Namalycastis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Neodexiospira
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Neolipobranchius
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Neovermilia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Nephtys
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Nereididae
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Nereimyra
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Nerillidium
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ninoe
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Notobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Notomastus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Notophyllum
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ochetostoma
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Odontosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Ophryotrocha
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Orbinia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Orobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Owenia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Oxyptychus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paleanotus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Palmyra
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paralacydonia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paralepidonotus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paralvinella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paralysippe
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paranerilla
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paraonis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Parapodrilus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Paraprotis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Parergodrilus
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Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Parougia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Pettiboneia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Pholoe
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Phoronis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Phreodrilidae
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Phyllochaetopterus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Phyllodoce
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Phylo
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Pionosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Piscicola
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Placobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Platynereis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Polychaeta
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Polygordius
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Pomatoleios
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Potamodrilus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Praxillella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Prionospio
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Proceraea
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Procerastea
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Prosphaerosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Protis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Protoaricia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Protodorvillea
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Protodriloides
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Protula
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sabellaria
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sabellastarte
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Saccocirrus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Salvatoria
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sathodrilus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Scalibregma
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Schistomeringos
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Schizobranchia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sclerobregma
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Scoloplos
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Semiscolex
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sigambra
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sipunculus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sphaerosyllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Spinculida
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Spio
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Spiophanes
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Spirobranchus
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Sternaspis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Stibarobdella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Streblosoma
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Streptosyllis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Stygocapitella
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Syllides
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Syllidia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Syllis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Terebellidae
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Terebellides
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Thalassema
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Thelepinae
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Thelepus
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Tomopteris
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Travisia
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Trochochaeta
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Trochonerilla
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Tubificidae
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Typosyllis
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Urechis
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Vigtorniella
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__Xironogiton
Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__unclassified_cirratulid
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__unclassified_maldanid
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Family_Incertae_Sedis;__uncultured_eukaryote
-Eukaryota;_Opisthokonta;_Metazoa;_Annelida;_OpheIiidae; Ophelina
-Eukaryota;_Opisthokonta;_Metazoa;_Annelida;_ProtodriIidae; Protodrilus
-Eukaryota;_Opisthokonta;_Metazoa;_AnneIida;_Siboinnidae; Lamellibrachia
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- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Siboglinidae;__Oligobrachia
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Siboglinidae;__Osedax
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Siboglinidae;__Sclerolinum
- Eukaryota;__Opisthokonta;__Metazoa;__Annelida;__Siboglinidae;__Siboglinum
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Chelicerata;__Arachnida
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Chelicerata;__Pycnogonida
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Crustacea;__Branchiopoda
- Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Crustacea;__Malacostraca
- Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Crustacea;__Maxillopoda
- Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Crustacea;__Ostracoda
- Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Derocheilocaris;__Derocheilocaris_typicus

Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Hexapoda;__Collembola
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Hexapoda;__Insecta
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Myriapoda;__Chilopoda
Eukaryota;__Opisthokonta;__Metazoa;__Arthropoda;__Myriapoda;__Diplopoda
Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family_Incertae_Sedis;__Argyrotheca
Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family_Incertae_Sedis;__Discinisca
Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family_Incertae_Sedis;__Eohemithiris
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Glottidia
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Gwynia
Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family_Incertae_Sedis;__Hemithiris
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Liothyrella
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Notosaria
Eukaryota;__Opisthokonta;__Metazoa;__Brachiopoda;__Family_Incertae_Sedis;__Novocrania
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Phoronis
-Eukaryota;_Opisthokonta;_Metazoa;_Brachiopoda;_Famin_Incertae_Sedis; Terebratella
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Alcyonidium
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Disporella
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Flustrellidra
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Gelatinella
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Hyalinella
-Eukaryota;_Opisthokonta;_Metazoa;_Bryozoa;_Famin_Incertae_Sedis; Plumatella
- Eukaryota;__Opisthokonta;__Metazoa;__Carinina;__Carinina_ochracea;Other
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Anthozoa;__Acanella
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Anthozoa;__Alvinactis
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Anthozoa;__Antholoba
-Eukaryota;_Opisthokonta;_Metazoa;_Cnidaria;_Anthozoa; Isidella
-Eukaryota;_Opisthokonta;_Metazoa;_Cnidaria;_Anthozoa; Isosicyonis
-Eukaryota;_Opisthokonta;_Metazoa;_Cnidaria;_Anthozoa; Leioptilus
-Eukaryota;_Opisthokonta;_Metazoa;_Cnidaria;_Anthozoa; Nematostella
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Anthozoa;__Thouarella
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Hydrozoa;__Bougainvillia
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Hydrozoa;__Eudendrium
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Hydrozoa;__Sarsia
Eukaryota;__Opisthokonta;__Metazoa;__Cnidaria;__Hydrozoa;__Stylaster
Eukaryota;__Opisthokonta;__Metazoa;__Craniata;__Mammalia;__Homo
Eukaryota;__Opisthokonta;__Metazoa;__Craniata;__Mammalia;__Procavia
-Eukaryota;_Opisthokonta;_Metazoa;_Craniata;_MammaIia; Salmo
-Eukaryota;_Opisthokonta;_Metazoa;_Craniata;_MammaIia; Tursiops
Eukaryota;__Opisthokonta;__Metazoa;__Craniata;__Teleostei;__Danio
-Eukaryota;_Opisthokonta;_Metazoa;_Ctenophora;_Famin_Incertae_Sedis; Charistephane
-Eukaryota;_Opisthokonta;_Metazoa;_Ctenophora;_Famin_Incertae_Sedis; Hormiphora
Eukaryota;__Opisthokonta;__Metazoa;__Cycliophora;__Symbiidae;__Symbion
- Eukaryota;__Opisthokonta;__Metazoa;__Draculiciteria;__Draculiciteria_sp._JP-2011;0ther
-Eukaryota;_Opisthokonta;_Metazoa;_Echinodermata;_Famin_Incertae_Sedis; Bathycrinus

-Eukaryota;_Opisthokonta;_Metazoa;_Echinodermata;_Famin_Incertae_Sedis; uncultured_eukaryote

-Eukaryota;_Opisthokonta;_Metazoa;_Entoprocta;_Barentsiidae; Barentsia

-Eukaryota;_Opisthokonta;_Metazoa;_Entoprocta;_Barentsiidae; Pedicellina

- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Loxosomatidae;__Loxomitra

- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Loxosomatidae;__Loxosomella

- Eukaryota;__Opisthokonta;__Metazoa;__Entoprocta;__Pedicellinidae;__Loxosomatoides

- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Chaetonotidae;__Chaetonotus
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Chaetonotidae;__uncultured_eukaryote
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Crasiella;__Crasiella_sp._JP-2011
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Lepidodasyidae;__Cephalodasys

- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Lepidodasyidae;__Megadasys

- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Lepidodasyidae;__Mesodasys

- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Macrodasyidae;__Macrodasys

- Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Megadasys; Megadasys_sp. 1_KG-2011
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Neodasyidae;__Neodasys
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Paraturbanella;__Paraturbanella_dohrni
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Paraturbanella;__Paraturbanella_pallida
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Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae;__Acanthodasys
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae;__Diplodasys
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae;__Oregodasys
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae;__Pseudostomella
-Eukaryota;_Opisthokonta;_Metazoa;_Gastrotricha;_Thaumastodermatidae; Ptychostomella
-Eukaryota;_Opisthokonta;_Metazoa;_Gastrotricha;_Thaumastodermatidae; Tetranchyroderma
Eukaryota;__Opisthokonta;__Metazoa;__Gastrotricha;__Thaumastodermatidae;__Thaumastoderma
-Eukaryota;_Opisthokonta;_Metazoa;_Gastrotricha;_TurbaneIIidae; Turbanella
-Eukaryota;_Opisthokonta;_Metazoa;_Micrognathozoa;_Limnognathiidae; Limnognathia
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Aplacophora;__Family Incertae_Sedis
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Anomalodesmata
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Arcoida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Carditoida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Heteroconchia
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Limoida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Lucinoida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Mytiloida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Ostreoida
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Palaeoheterodonta
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Bivalvia;__Pectinoida
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Bivalvia;__Pinnidae
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Bivalvia;__Protobranchia
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_BivaIvia; Pterioidea
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_Gastropoda; Berthella
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_Gastropoda; Caenogastropoda
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_Gastropoda; Cima
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Dactylopodola
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Heterobranchia
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Neritopsina
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Nudibranchia
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Pleurobranchia
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Pleurotomariidae
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Gastropoda;__Vetigastropoda
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_MonopIacophora; Laevipilinidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_PonpIacophora; Acanthochitonidae
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Polyplacophora;__Callochiton
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_PonpIacophora; Chitonidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_PonpIacophora; Cryptoplacidae
Eukaryota;__Opisthokonta;__Metazoa;__Mollusca;__Polyplacophora;__Ischnochitonidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_PonpIacophora; Leptochiton
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_PonpIacophora; Mopaliidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_Scaphopoda; Dentaliidae
-Eukaryota;_Opisthokonta;_Metazoa;_MoIIusca;_Scaphopoda; Entalinidae
-Eukaryota;_Opisthokonta;_Metazoa;_Myxozoa;_Myxosporea; Buddenbrockia
-Eukaryota;_Opisthokonta;_Metazoa;_Myzostomida;_Famin_lncertae_Sedis; Endomyzostoma
-Eukaryota;_Opisthokonta;_Metazoa;_Myzostomida;_Famin_lncertae_Sedis; Mesomyzostoma
-Eukaryota;_Opisthokonta;_Metazoa;_Myzostomida;_Famin_lncertae_Sedis: Pulvinomyzostomum

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Anguinidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Aphelenchida
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Aulolaimidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Axonolaimidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Ceramonematidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Chromadoridae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Comesomatidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Desmodoridae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Diplopeltula
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Family Incertae_Sedis
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Haliplectidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Heteroderidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Howardula
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Leptolaimidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Microlaimidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Monhysteridae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Neotylenchidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Plectidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Rhabditidae

- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Siphonolaimidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Chromadorea;__Xyalidae

-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Alaimidae

-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Anoplostomatidae

-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Bathyodontidae

-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Campgdoridae
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-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_EnopIea; Cryptonchidae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_EnopIea; Diplogasteridae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Enoplidae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Enoplus
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Ironidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Longidoridae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Mermithidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Odontolaimus
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Oncholaimidae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_Enoplea; Oxystominidae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_EnopIea; Phanodermatidae
-Eukaryota;_Opisthokonta;_Metazoa;_Nematoda;_EnopIea; Phaseoleae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Prismatolaimidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Qudsianematidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Rhabdolaimidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Trichinellidae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Trichodoridae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__Trichuridae
Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__ Tripylidae
- Eukaryota;__Opisthokonta;__Metazoa;__Nematoda;__Enoplea;__uncultured_nematode
-Eukaryota;_Opisthokonta;_Metazoa;_Nematomorpha;_Chordodidae; Euchordodes
Eukaryota;__Opisthokonta;__Metazoa;__Nematomorpha;__Chordodidae;__Paragordius
-Eukaryota;_Opisthokonta;_Metazoa;_Nematomorpha;_Gordiidae; Gordionus
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Balionemertes
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Family_Incertae_Sedis;__Baseodiscus
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Cephalothrix
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Cerebratulus
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Drepanogigas
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Hubrechtella
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Leptonemertes
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Lineus
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Micrura
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Nemertean
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Nipponnemertes
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Family_Incertae_Sedis;__Prosorhochmus
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Family_Incertae_Sedis;__Pseudomicrura
Eukaryota;__Opisthokonta;__Metazoa;__Nemertea;__Family_Incertae_Sedis;__Vieitezia
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Zygeupolia
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_Famin_Incertae_Sedis; Zygonemertes
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_TubuIanidae; Carinina
-Eukaryota;_Opisthokonta;_Metazoa;_Nemertea;_TubuIiporidae; Tubulanus
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Cestoda;__Eucestoda
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Trematoda;__Digenea
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Turbellaria;__Acoelomorpha
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Turbellaria;__Catenulida
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Turbellaria;__Lecithoepitheliata
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Turbellaria;__Mediofusata
Eukaryota;__Opisthokonta;__Metazoa;__Platyhelminthes;__Turbellaria;__Prolecithophora
-Eukaryota;_Opisthokonta;_Metazoa;_PlatyheIminthes;_TurbeIIaria; Rhabdocoela
-Eukaryota;_Opisthokonta;_Metazoa;_PlatyheIminthes;_TurbeIIaria; Seriata
Eukaryota;__Opisthokonta;__Metazoa;__Porifera;__Demospongiae;__Aiolochroia
-Eukaryota;_Opisthokonta;_Metazoa;_PriapuIida;_PriapuIidae; Priapulopsis
-Eukaryota;_Opisthokonta;_Metazoa;_Rotifera;_Famin_Incertae_Sedis; Asplanchna
Eukaryota;__Opisthokonta;__Metazoa;__Rotifera;__Family_Incertae_Sedis;__invertebrate_environmental_sample

- Eukaryota;__Opisthokonta;__Metazoa;__Rotifera;__Family_Incertae_Sedis;__uncultured_eukaryote
-Eukaryota;_Opisthokonta;_Metazoa;_Rotifera;_Famin_Incertae_Sedis; uncultured_metazoan
-Eukaryota;_Opisthokonta;_Metazoa;_Rotifera;_PhiIodinidae; uncultured_bdelloid_rotifer
- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Echiniscidae;__Echiniscus

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Echiniscidae;__Pseudechiniscus

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Eohypsibiidae;__Bertolanius

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Florarctus;__Florarctus_sp._1_AJ-2010
- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae;__Astatumen

- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae;__Diphascon

Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae;__Ramazzottius
Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae;__Tardigrada
Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Hypsibiidae;__Thulinius
- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Macrobiotidae;__Macrobiotus
- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Macrobiotidae;__Murrayon
- Eukaryota;__Opisthokonta;__Metazoa;__Tardigrada;__Milnesiidae;__Milnesium
- Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Clavelina
Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Cnemidocarpa
Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Corella
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Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Ecteinascidia
Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Molgula
- Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Phallusia
Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Polycarpa
Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Pyrostremma
- Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Soestia
- Eukaryota;__Opisthokonta;__Metazoa;__Urochordata;__Ascidiacea;__Thetys
Eukaryota;__Opisthokonta;__Metazoa;__uncultured;__uncultured_Glenodinium;Other
- Eukaryota;__Opisthokonta;__Metazoa;__uncultured_eukaryote;Other;Other
- Eukaryota;__RT5iin25;__uncultured_Auriculariaceae;Other;Other;Other
- Eukaryota;__RT5iin25;__uncultured_freshwater_eukaryote;Other;Other;Other
- Eukaryota;__RT5iin25;__uncultured_labyrinthulid;Other;Other;Other
-Eukaryota;_SAR;_AIveoIata;_ApicompIexa;_Aconoidasida; Haemosporoidia

-Eukaryota;_SAR;_AIveoIata;_ApicompIexa;_Aconoidasida; Piroplasmorida

-Eukaryota;_SAR;_AIveoIata;_ApicompIexa;_Conoidasida; Gregarinasina

-Eukaryota;_SAR;_AIveoIata;_ApicompIexa;_NoveI_Apicomplexa_Class_Z; uncultured_eukaryote

- Eukaryota;__SAR;__Alveolata;__Ciliophora;__Intramacronucleata;__Armophorea

- Eukaryota;__SAR;__Alveolata;__Ciliophora;__Intramacronucleata;__Conthreep

- Eukaryota;__SAR;__Alveolata;__Ciliophora;__Intramacronucleata;__Litostomatea

- Eukaryota;__SAR;__Alveolata;__Ciliophora;__Intramacronucleata;__Spirotrichea
Eukaryota;__SAR;__Alveolata;__Dinoflagellata;__Dinophyceae;__Gymnodiniphycidae
Eukaryota;__SAR;__Alveolata;__Protalveolata;__Syndiniales;__Syndiniales_Group_|

Eukaryota;__SAR;__Alveolata;__Protalveolata;__Syndiniales;__Syndiniales_Group_lII
- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__7-2.3;__uncultured_cercozoan
-Eukaryota;_SAR;_Rhizaria;_Cercozoa;_Cercomonadidae; Cercomonas
-Eukaryota;_SAR;_Rhizaria;_Cercozoa;_Endomyxa; Gromia
-Eukaryota;_SAR;_Rhizaria;_Cercozoa;_Endomyxa; JJP-2003

Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Glissomonadida;__Heteromita

Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Granofilosea;__Massisteria
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Incertae_Sedis;__Gymnophrys
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Metromonadea;__Metopion

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Novel_Clade_2;__uncultured_eukaryote
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Novel_Clade_Gran-3;__uncultured_cercozoan

Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Novel_Clade_Gran-3;__uncultured_eukaryote

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__PP1-8;__uncultured_Auriculariaceae

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea;__7-5.4
Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea;__Chlorarachniophyta

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea;__Euglyphida

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea;__Marimonadida

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Silicofilosea;__Thaumatomonadida

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;_ BOLA322

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;__Cryomonadida

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;__Ebriacea

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;__NIF-3A7

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;__Phaeodarea

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__Thecofilosea;__uncultured

- Eukaryota;__SAR;__Rhizaria;__Cercozoa;__uncultured;__uncultured_rhizosphere_cercozoan

- Eukaryota;__SAR;__Rhizaria;__Endomyxa;__Ascetosporea;__Haplosporida

- Eukaryota;__SAR;__Rhizaria;__Radiolaria;__Acantharia;__Arthracanthida
Eukaryota;__SAR;__Rhizaria;__Radiolaria;__Polycystinea;__Spumellaria

Eukaryota;__SAR;__Rhizaria;__Radiolaria;__RAD_B;__uncultured_Rhizaria
Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Bicosoecidae;__Bicosoeca

- Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Cafeteriidae;_ BCI5F15RM3E05

- Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Cafeteriidae;__Cafeteria

- Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Cafeteriidae;_ Pseudobodo

- Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Siluaniidae;__Caecitellus
Eukaryota;__SAR;__Stramenopiles;__Bicosoecida;__Siluaniidae;__Siluania
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__A1;__uncultured_eukaryotic_picoplankton

Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__A1;__uncultured_freshwater_eukaryote

Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales;__Chromulina

- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales;__Chrysochaete
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales;__Chrysoxys
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales;__LG31-02

- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__Chromulinales;__uncultured_marine_eukaryote

- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__E222; _uncultured_marine_chrysophyte
Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__E222; uncultured_marine_eukaryote

- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__E222; uncultured_marine_picoeukaryote
- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__LG01-09;__uncultured_freshwater_eukaryote
-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae;_Ochromonadales; Ochromonas

-Eukaryota;_SAR;_Stramenopiles;_Chrysophyceae;_Ochromonadales; Paraphysomonas
- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__P34.45;__uncultured_chrysophyte
- Eukaryota;__SAR;__Stramenopiles;__Chrysophyceae;__P34.48;__uncultured_eukaryote

file:///C:/Users/Raul/Dropbox/Inés Barros/Transcriptome/Biocant/OT...

18/12/2017, 18:21



Taxa Summaries file:///C:/Users/Raul/Dropbox/Inés Barros/Transcriptome/Biocant/OT...

-Eukaryota;_SAR;_Stramenopiles;_Diatomea;_BaciIIariophytina; Bacillariophyceae
Eukaryota;__SAR;__Stramenopiles;__Diatomea;__Coscinodiscophytina;__Fragilariales

-Eukaryota;_SAR;_Stramenopiles;_Dictyochophyceae;_NIF-1D10; uncultured_marine_eukaryote

- Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;_ D52;__uncultured_eukaryote

- Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;__Labyrinthula;__Labyrinthula_sp. L96-2

-Eukaryota;_SAR;_Stramenopiles;_Labyrinthulomycetes;_Thraustochytriaceae; Aplanochytrium
Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;_ Thraustochytriaceae;__ BS1

Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;__Thraustochytriaceae;__E170
Eukaryota;__SAR;__Stramenopiles;__Labyrinthulomycetes;__ Thraustochytriaceae;__Thraustochytrium

- Eukaryota;__SAR;__Stramenopiles;__MAST-12;__uncultured_stramenopile;Other

- Eukaryota;__SAR;__Stramenopiles;__MAST-3;__eukaryote_marine_clone_ME1-18;0ther

- Eukaryota;__SAR;__Stramenopiles;__MAST-3;__uncultured_eukaryote;Other

- Eukaryota;__SAR;__Stramenopiles;__MAST-3;__uncultured_marine_eukaryote;Other
Eukaryota;__SAR;__Stramenopiles;__Pelagophyceae;__Pelagomonadales;__Aureococcus

Eukaryota;__SAR;__Stramenopiles;__Pelagophyceae;__Sarcinochrysidales;__Aureoumbra
Eukaryota;__SAR;__Stramenopiles;__Peronosporomycetes;__Phytophthora;__Phytophthora_infestans_T30-4

Eukaryota;__SAR;__Stramenopiles;__Phaeophyceae;__Ectocarpales;__uncultured_eukaryote
- Eukaryota;__SAR;__Stramenopiles;__Pinguiochrysidales;__Glossomastix;__Glossomastix_chrysoplasta
Eukaryota;__SAR;__Stramenopiles;__Raphidophyceae;__Chattonella;__Chattonella_subsalsa

Eukaryota;__SAR;__Stramenopiles;__Raphidophyceae;__Heterosigma;__Heterosigma_akashiwo
- Eukaryota;__SAR;__Stramenopiles;__Synurales;__Mallomonas;__Mallomonas_insignis
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