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NR 042221.1 Psychrobacter urativorans strain DSM 14009
NR 117634.1 Psychrobacter adeliensis strain DSM 15333

NR 117633.1 Psychrobacter adeliensis strain DSM 15333

NR 117120.1 Halomonas utahensis strain DSM 3050

NR 025246.1 Microbulbifer elongatus strain DSM 6810

NR 116904.1 Pseudomonas benzenivorans strain DSM 8628
NR 117177.1 Pseudomonas frederiksbergensis strain DSM 13022 16S
NR 148763.1 Pseudomonas helleri strain DSM 29165

NR 148764.1 Pseudomonas weihenstephanensis strain DSM 29166
NR 117116.1 Shewanella sediminis strain DSM 17055

NR 042065.1 Cobetia marina strain DSM 4741

NR 116947.1 Halomonas cupida strain DSM 4740

NR 114545.1 Chromohalobacter canadensis strain DSM 6769
NR 114546.1 Chromohalobacter israelensis strain DSM 6768
NR 074225.1 Chromohalobacter salexigens DSM 3043

NR 025890.1 Halomonas halodenitrificans strain DSM 735
NR 116945.1 Halomonas halophila strain DSM 4770

NR 114724.1 Halomonas salina strain DSM 5928

NR 042067.1 Halomonas subglaciescola strain DSM 4683
19-001 from genome

NR 042068.1 Halovibrio variabilis strain DSM 3051

NR 042063.1 Halomonas aquamarina strain DSM 30161

NR 042066.1 Halomonas meridiana strain DSM 5425

NR 042069.1 Halomonas venusta strain DSM 4743

NR 118033.1 Halomonas venusta strain DSM 4743

NR 042256.1 Halomonas alkaliphila strain 18bAG

09-003 from genome

09-027 from genome

NR 117117.1 Afifella pfennigii strain DSM 17143

NR 116128.1 Mycoplana dimorpha strain DSM 7138

NR 115253.1 Rhizobium pisi strain DSM 30132

NR 043406.1 Rhodovulum euryhalinum strain DSM 4868

NR 043404.1 Rhodovulum adriaticum strain DSM 2781

NR 119238.1 Paracoccus solventivorans strain DSM 6637
NR 119265.1 Paracoccus versutus strain DSM 582

NR 104740.1 Gemmobacter aquatilis strain DSM 3857

NR 041754.1 Ketogulonicigenium vulgare strain DSM 4025
NR 115904.1 Roseisalinus antarcticus strain DSM 11466

NR 115889.1 Antarctobacter heliothermus strain DSM 11445
NR 115911.1 Sagittula stellata strain DSM 11524

NR 115914.1 Ruegeria pomeroyi strain DSM 15171

NR 115909.1 Roseovarius nubinhibens strain DSM 15170
09-029 from genome

NR 115915.1 Sulfitobacter brevis strain DSM 11443

NR 115898.1 Sulfitobacter indolifex strain DSM 14862

NR 118540.1 Phaeobacter gallaeciensis DSM 26640 strain CIP 10521
NR 118542.1 Leisingera caerulea DSM 24564

NR 115891.1 Leisingera methylohalidivorans DSM 14336

NR 119257.1 Filomicrobium fusiforme strain DSM 5304

NR 029013.1 Reinekea marinisedimentorum strain DSM 15388

Supplementary Figure S1. 16S rDNA phylogenetic tree for reference (black) and selected (blue)
bacteria inferred from Maximum Likelihood (100 bootstrap). Bootstrap values superior to 0.5 are

indicated.
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Supplementary Figure S2. Vitamin B12 biosynthetic pathway in the sequenced bacteria, starting
from uroporphyrinogen Il to adenosylcobalamin.



