Supplementary Table:

Kingdom Phylum Clase validated HS-B HS-W BS-B BS-W
Yes (Y) or No (N) (% relative abundance) (% relative abundance) (% relative abundance) (% relative abundance)
Bacteria Bacteroidetes Bacteroidia N 0,1 25 2,8 0,1
Bacteria Bacteroidetes Sphingobacteriia N 0,0 0,0 1,1 0,0
Bacteria Cyanobacteria Cyanophyceae Y 17,1 39,8 1.1 67,0
Bacteria Cyanobacteria Oscillatoriophycideae Y 6,1 0,1 0,3 0,6
Bacteria Cyanobacteria NI-Cyanobacteria Y 0,8 0,1 0,1 0,8
Bacteria Elusimicrobia NI-Elusimicrobia N 0,0 0,1 0,1 0,0
Bacteria Firmicutes Clostridia N 1,2 0,0 0,7 0,0
Bacteria Firmicutes NI-Firmicutes N 0,0 0,0 0,8 0,0
Bacteria Planctomycetes Planctomycetia N 3,8 0,0 0,0 0,0
Bacteria Proteobacteria Alphaproteobacteria Y 20,1 2,0 14,9 1.4
Bacteria Proteobacteria Betaproteobacteria Y 0,2 15,5 0,0 13,6
Bacteria Proteobacteria Deltaproteobacteria Y 0,0 0,1 48,0 0,1
Bacteria Proteobacteria Epsilonprotecbacteria N 2,8 0,4 14,2 0,0
Bacteria Proteobacteria Gammaproteobacteria Y 45,2 33,4 15,9 14,5
Bacteria Proteobacteria Zetaproteobacteria N 0,0 0,0 0,0 0,0
Bacteria Proteobacteria NI-Proteobacteria Y 0,2 5,2 0,1 1,8
Bacteria Verrucemicrobia Opitutae Y 2,0 1,0 0,0 0,0
Bacteria Verrucomicrobia NI-Verrucomicrobia Y 0,1 0,0 0,0 0,0
Archaea Euryarchaeota Methanobacteria N 0,0 0,0 0,0 0,0
Primer coverage (%) 92,0 97,1 80,3 99,8

Supp. Table. 1. Coverage of PolF/PolIR primers on the data of this study. Class validation is denoted by Y if the class is covered by the primers

and N if not. The abundances of the different classes (considering only the identified sequences) and the coverage of the primers are also noted

according to the different microbiomes.
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