Figure S1. Nucleotide alignment of partial gene sequences of the actin and 18S rRNA genes of
bonamia species, their oyster hosts, and other haplosporidian sequences available in GenBank
(accessed in March 2022). The LAMP primers binding sites are highlighted as follows: outer primers
F3 and B3 coloured in red; inner primers FIP (F1c + F2) and BIP (B1c + B2) boxed in yellow and green;
and loop primers LoopF and LoopB boxed in red.

A) Bonamia exitiosa actin gene alignment.
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b) Bonamia ostreae actin 1 gene alignment.
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c) Bonamia 18S rRNA gene alignment.
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