Appendix A. Supplementary Data
Multifactored accelerated marine corrosion of immersed steels influenced by washed ashore Sargassum rafts
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Figure S1:  Photographies of exposure sites: a and b - Port of Marigot: pontoon (A), dike (B), exposure zones for samples (C), Sargassum strandings (D), decomposed Sargassum patch and leachates (E) and stainless steel frame with samples (F). c and d - Cosmy: fishing port (A), floating dam (B), Sargassum strandings (C), exposure zones for samples (D) and brown seawater due to Sargassum leachates (E). e and f - Frégate Est 2: pontoon (A), exposure zones for samples (B), floating dam (C), Sargassum strandings (D), position of H2S sensor (E) and beach (F).
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Figure S2: Mean values of physico-chemical parameters (temperature and salinity) monitored over study period with standard deviation.   markers indicate absence of Sargassum strandings.
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Figure S3: Correlation plot applied to immersion time (Time), corrosion rate (Vcorr), temperature (Temp), pH, redox potential (Redox), salinity (Sal), dissolved oxygen (DO), Sargassum and chrome content (Cr).
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Figure S4: EDS mapping of iron (Fe), oxygen (O), sulphur (S) on the surface of carbon steel DC01 coupons at 0 day (A) and after 7 days’ immersion at Port of Marigot (B), Frégate Est 2 (C) and Cosmy (D) and after 60 days’ immersion at Port of Marigot (E), Frégate Est 2 (F) and Cosmy (G). Red: electro-conductive resin.
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Figure S5: Relative abundance of bacterial communities (at species level) of seawater from Port of Marigot (PM SW) and Sargassum from Port of Marigot (PM Sarg) and 304L coupons at Cosmy (Co 304L) and Port of Marigot (PM 304L) after 90 days of immersion.
Actibacter sediminis	Co 304L	PM 304L	PM SW 	PM Sarg	2.7	Aestuariibaculum sp.	Co 304L	PM 304L	PM SW 	PM Sarg	3.4	Algidimarina propionica	Co 304L	PM 304L	PM SW 	PM Sarg	2.1	Arcobacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	0.3	Arcobacter venerupis	Co 304L	PM 304L	PM SW 	PM Sarg	36.299999999999997	Boseongicola aestuarii	Co 304L	PM 304L	PM SW 	PM Sarg	4.5	Boseongicola sp.	Co 304L	PM 304L	PM SW 	PM Sarg	3.8	Boseongicola sp. MME-043	Co 304L	PM 304L	PM SW 	PM Sarg	0.8	Boseongicola sp. MME-063	Co 304L	PM 304L	PM SW 	PM Sarg	1.3	Celeribacter halophilus	Co 304L	PM 304L	PM SW 	PM Sarg	0.3	Coxiella	Co 304L	PM 304L	PM SW 	PM Sarg	0.6	Cytophaga sp. AN-BI4 	Co 304L	PM 304L	PM SW 	PM Sarg	1.8	Cytophagales	Co 304L	PM 304L	PM SW 	PM Sarg	1.2	Desulfobacter latus	Co 304L	PM 304L	PM SW 	PM Sarg	2	Desulfobacter postgatei	Co 304L	PM 304L	PM SW 	PM Sarg	0.6	Desulfobacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	2.5	Desulfobulbaceae	Co 304L	PM 304L	PM SW 	PM Sarg	0.1	Desulfobulbus mediterraneus	Co 304L	PM 304L	PM SW 	PM Sarg	8.1	Desulfobulbus rhabdoformis	Co 304L	PM 304L	PM SW 	PM Sarg	0.1	Desulfobulbus sp. IS6 	Co 304L	PM 304L	PM SW 	PM Sarg	0.9	Desulfonatronum parangueonense	Co 304L	PM 304L	PM SW 	PM Sarg	2.2000000000000002	Desulfopila sp. 	Co 304L	PM 304L	PM SW 	PM Sarg	0.1	Desulforhopalus sp.	Co 304L	PM 304L	PM SW 	PM Sarg	4.5999999999999996	19.100000000000001	Desulfosarcina widdelii 	Co 304L	PM 304L	PM SW 	PM Sarg	1	Desulfotalea sp. PR8 G11	Co 304L	PM 304L	PM SW 	PM Sarg	1	Desulfovibrio cavernae	Co 304L	PM 304L	PM SW 	PM Sarg	0.2	Epibacterium multivorans	Co 304L	PM 304L	PM SW 	PM Sarg	2	Erythrobacteraceae	Co 304L	PM 304L	PM SW 	PM Sarg	15.6	Flavobacteriaceae	Co 304L	PM 304L	PM SW 	PM Sarg	1.2	Flavobacterium sp.	Co 304L	PM 304L	PM SW 	PM Sarg	0.2	Fodinicurvata sp.	Co 304L	PM 304L	PM SW 	PM Sarg	0.3	Fulvivirga lutimaris	Co 304L	PM 304L	PM SW 	PM Sarg	1.3	Halarcobacter ebronensis	Co 304L	PM 304L	PM SW 	PM Sarg	1.8	Halovulum sp.	Co 304L	PM 304L	PM SW 	PM Sarg	2	Hoeflea prorocentri	Co 304L	PM 304L	PM SW 	PM Sarg	1.8	Hyphomonas sp. Mor2	Co 304L	PM 304L	PM SW 	PM Sarg	4.5	Ilumatobacter fluminis	Co 304L	PM 304L	PM SW 	PM Sarg	0.6	Ilyobacter polytropus 	Co 304L	PM 304L	PM SW 	PM Sarg	0.4	Kiritimatiella sp.	Co 304L	PM 304L	PM SW 	PM Sarg	2	Labilibacter sediminis	Co 304L	PM 304L	PM SW 	PM Sarg	1.3	2.1	Leisingera sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.9	Limibacillus halophilus	Co 304L	PM 304L	PM SW 	PM Sarg	2.6	Lutibacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1	3.5	5.5	Lutimonas sp. KHS05	Co 304L	PM 304L	PM SW 	PM Sarg	0.5	Mangrovimonas sp. ST2L15	Co 304L	PM 304L	PM SW 	PM Sarg	4.4000000000000004	Marinilum sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.3	1.6	Marinobacterium marisavi	Co 304L	PM 304L	PM SW 	PM Sarg	0.6	Marinobacterium sp.	Co 304L	PM 304L	PM SW 	PM Sarg	4	Maritimibacter lacisalsi 	Co 304L	PM 304L	PM SW 	PM Sarg	Methyloceanibacter caenitepidi	Co 304L	PM 304L	PM SW 	PM Sarg	2.8	Methyloceanibacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.5	Nitratireductor sp.	Co 304L	PM 304L	PM SW 	PM Sarg	3.4	Oceanispirochaeta litoralis	Co 304L	PM 304L	PM SW 	PM Sarg	0.7	0.4	Oceanispirochaeta sediminicola 	Co 304L	PM 304L	PM SW 	PM Sarg	1.4	Parasphingopyxis sp. ER-80	Co 304L	PM 304L	PM SW 	PM Sarg	3.6	Pelobacter acidigallici	Co 304L	PM 304L	PM SW 	PM Sarg	7.3	Pelobacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	9.9	25.7	Petrocella atlantisensis	Co 304L	PM 304L	PM SW 	PM Sarg	0.7	12.1	6.1	Phaeocystidibacter marisrubri	Co 304L	PM 304L	PM SW 	PM Sarg	3.6	Piscirickettsiaceae	Co 304L	PM 304L	PM SW 	PM Sarg	0.3	0.3	Ponticoccus sp. CC-AMSY-47	Co 304L	PM 304L	PM SW 	PM Sarg	0.9	Pseudoalteromonas sp. Gp-2-5.3.1	Co 304L	PM 304L	PM SW 	PM Sarg	0.1	Pseudoruegeria limi	Co 304L	PM 304L	PM SW 	PM Sarg	0.9	1.6	Pseudoruegeria lutimaris	Co 304L	PM 304L	PM SW 	PM Sarg	2.7	Pseudoruegeria sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.8	0.6	Reinekea marinisedimentorum	Co 304L	PM 304L	PM SW 	PM Sarg	0.2	Rhodobacteraceae	Co 304L	PM 304L	PM SW 	PM Sarg	12.1	14.3	1.1000000000000001	Roseobacter sp. U107	Co 304L	PM 304L	PM SW 	PM Sarg	1.6	Roseobacter sp. UAzPsK-5	Co 304L	PM 304L	PM SW 	PM Sarg	2.2999999999999998	Roseovarius nubinhibens	Co 304L	PM 304L	PM SW 	PM Sarg	2.1	Ruegeria litorea	Co 304L	PM 304L	PM SW 	PM Sarg	0.4	Ruegeria profundi 	Co 304L	PM 304L	PM SW 	PM Sarg	5.5	Ruegeria sp.	Co 304L	PM 304L	PM SW 	PM Sarg	6.3	Salinisphaera sp.	Co 304L	PM 304L	PM SW 	PM Sarg	0.7	Silicimonas algicola	Co 304L	PM 304L	PM SW 	PM Sarg	1.3	Spirochaeta isovalerica	Co 304L	PM 304L	PM SW 	PM Sarg	0.4	Spirochaeta perfilievii	Co 304L	PM 304L	PM SW 	PM Sarg	3.2	Spirochaeta psychrophila 	Co 304L	PM 304L	PM SW 	PM Sarg	2.7	Spirochaeta sp. K2	Co 304L	PM 304L	PM SW 	PM Sarg	3	2.2000000000000002	Spirochaetaceae	Co 304L	PM 304L	PM SW 	PM Sarg	7.8	5.0999999999999996	Sulfurimonas sp.	Co 304L	PM 304L	PM SW 	PM Sarg	0.7	Sulfurovum aggregans	Co 304L	PM 304L	PM SW 	PM Sarg	2	Sulfurovum sp.	Co 304L	PM 304L	PM SW 	PM Sarg	2	Sulfitobacter sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.5	Sulfitobacter sp. Gp-4-5.2.1-voll	Co 304L	PM 304L	PM SW 	PM Sarg	0.3	Thalassobius sp.	Co 304L	PM 304L	PM SW 	PM Sarg	3.5	8.5	Thioclava sp.	Co 304L	PM 304L	PM SW 	PM Sarg	49.4	Thiomicrospira sp. UST724	Co 304L	PM 304L	PM SW 	PM Sarg	1.9	1.3	Thiothrix sp. FBR0112	Co 304L	PM 304L	PM SW 	PM Sarg	0.8	Vibrio sp.	Co 304L	PM 304L	PM SW 	PM Sarg	1.6	
Relative abundance (%)
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Salinity (psu)



PM	1.4148262555286883	0.11015141094572174	5.77350269189716E-3	1.154700538379227E-2	3.1754264805429255E-2	5.2195842697776954E-2	1.0255557112768737E-2	1.154700538379227E-2	1.4148262555286883	0.11015141094572174	5.77350269189716E-3	1.154700538379227E-2	3.1754264805429255E-2	5.2195842697776954E-2	1.0255557112768737E-2	1.154700538379227E-2	44378	44440	44470	44501	44593	44621	44743	44774	28.36	31.373333333333335	30.523333333333337	29.13	28.176250000000003	27.032500000000002	29.300952380952385	28.946666666666669	Co	5.7735026918951087E-3	0.33501243758005961	0.14433756729740646	1.7320508075687378E-2	0.87065622266994736	3.4116129276503836E-2	0.19608592878326023	0.36018513757973719	5.7735026918951087E-3	0.33501243758005961	0.14433756729740646	1.7320508075687378E-2	0.87065622266994736	3.4116129276503836E-2	0.19608592878326023	0.36018513757973719	44378	44440	44470	44501	44593	44621	44743	44774	27.803333333333331	31.703333333333333	31.276666666666667	29.446666666666669	27.734999999999999	26.318333333333332	29.90569484936832	31.276666666666667	FE	5.77350269189716E-3	0	0	0	5.77350269189716E-3	0	0	0	44378	44440	44470	44501	44593	44621	44743	44774	28.846666666666664	30.84	30.52	29.42	
Temperature (°C)
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